Linköping University Medical Dissertations
No. 703

Immunological Studies in Malignant
Melanoma:
Importance of TNF and the
Thioredoxin System

Ana María Barral

Department of Biomedicine and Surgery
Division of Cell Biology
SE-581 85 Linköping, Sweden

Linköping 2001

ISBN

91-7373-142-0

ISSN 0345-0082

Caminante, son tus huellas
el camino y nada más;
Caminante, no hay camino,
se hace camino al andar.
Al andar se hace el camino,
y al volver la vista atrás
se ve la senda que nunca
se ha de volver a pisar.
Caminante no hay camino
sino estelas en la mar.
A. Machado

We shall not cease from exploration and the end of all our exploring will be to
arrive where we started... and know the place for the first time.
T.S. Eliot

To all of you, who made this exploration possible.

TNF and Trx in malignant melanoma

ABSTRACT
Malignant melanoma is a tumor whose incidence is dramatically increasing
in persons with light-coloured skin in all parts of the world. Due to its resistance
against traditional chemo- and radiotherapy, melanoma has been a favourite
target of alternative therapies, in particular those involving immunological
mechanisms. Cytokines and particularly tumor necrosis factor (TNF) have
been studied as possible antitumoral agents, but also as endogenous growth
or differentiation factors. Previous studies showed that melanomas could
express TNF in situ and that this expression correlated to decreased
lymphocyte infiltration. On the other hand, redox reagents can modulate
expression of cytokines, and the thioredoxin (Trx) system is particularly known
to influence expression and secretion of TNF in vitro.
The overall aim of this research was to explore immunological aspects of
melanoma, particularly the role of TNF both in vitro and in vivo, as well as
its possible modulation by Trx.
In the in vitro studies first we developed a novel method for obtention of
monoclonal antibodies against melanoma antigens, and generated and
characterized specific monoclonal antibodies against both full-length and
truncated Trx. We studied the cytokine expression of a panel of normal and
transformed melanocytic cells by immunofluorescence, all of which presented
TNF and Trx at levels comparable to monocytic cells, and TNF-receptors
(TNFR) at low but detectable levels. Melanoma cells did not secrete TNF
upon stimulation in spite of its presence in the Golgi apparatus. However,
melanoma cells expressed the TNF-processing enzyme TACE and were
capable of cleaving transfected GFP-tagged TNF. Imaging studies point to a
possible cell-cell tranfer of endogenous TNF in melanoma cells.
On the other hand, TNF and Trx expression in melanoma cell lines correlated
to resistance against exogenous TNF. We studied then the in situ expression
of TNF and Trx by immunohistochemistry in a group of 44 cutaneous melanoma
patients. Trx expression did not correlated to survival or other clinicalpathological parameters. TNF expression significantly correlated to better
survival in tumors thicker than 0,8 mm, and constituted an independent
prognostic factor.
These results point to a biological role of endogenous TNF in malignant
melanoma, either by constituting an autocrine/paracrine differentiation factor
or by modulating communication with other cell types, particularly of the host’s
immune system.
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ABBREVIATIONS
ALM
acral lentiginous melanoma
ADAM
proteins containing a disintegrin and metalloprotease domain
AP
activator protein
ARE
AU-rich elements
ASK
apoptosis signal-regulating kinase
ATF
activating transcription factor
ATP
adenosine triphosphate
B-CLL
B-type chronic lymphocytic leukaemia
CHO
Chinese hamster ovary
CRD
cysteine-rich domain
DAB
diaminobenzidine
DD
death domain
DMXAA
5,6-dimethylxanthenone-4-acetic acid
ELISA
enzyme-linked immunosorbent assay
ER
endoplasmic reticulum
Ets
E26-transformation specific
FACS
fluorescence-activated cell sorter
GM-CSF
granulocyte-monocyte colony-stimulating factor
GMDP
glucosaminylmuramyl dipeptide
GSH
reduced glutathione
GSSG
oxidized glutathione
HLA
human leukocyte antigen (histocompatibility antigen)
IC50
inhibitory concentration at 50%
IL
interleukin
IFN
interferon
mAb
monoclonal antibody
LMM
lentigo maligna melanoma
LPS
lipopolisaccharyde
LT
lymphotoxin
MAPK
mitogen activated protein kinase
MHC
major histocompatibility complex
MLE
maximum likelihood estimation
NADPH
nicotine adenine dinucleotide phosphate
NF-κB nuclear factor-κB
NFAT
nuclear factor of activated T cells
NK
natural killer
NO
nitric oxide
8

ABBREVIATIONS

TNF and Trx in malignant melanoma

NM
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PSF
ROS
RT-PCR
SH
SOD
SSM
TACE
TGF-α
Th1
Τh2
TNF
TNFR
TNFSF
TRAF
Trx
TrxR
UV
WGA

nodular melanoma
protein-disulfide isomerase
protein kinase C
pre-ligand assembly domain
phorbol-myristate acetate
point spread function
reactive oxygen species
reverse transcriptase polymerase chain reaction
sulfhydryl group
superoxide dismutase
superficial spreading melanoma
TNF-alpha converting enzyme
transforming growth factor-α
T helper 1
T helper 2
tumor necrosis factor
tumor necrosis factor receptor
tumor necrosis factor superfamily
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INTRODUCTION
Cutaneous malignant melanoma (MM) is a tumor whose incidence is
increasing dramatically in persons with light-colored skin in all parts of the
world. In most studies, the incidence is doubling every 6 to 10 years. In years
of potential life loss, melanoma is second to adult leukaemia, as it affects
younger individuals, causing a major public health problem.
While early melanoma can be effectively removed and results in >99 %
disease-free survival for in situ and >90 % overall survival for thin melanomas
(1), the prognosis of intermediate and thick melanomas is more sombre, due
to the resistance of this tumor to traditional chemo- and radiotherapy.
As with other cancers, the causes of melanoma are several, involving
environmental (particularly intermittent UVB exposure), genetic and
immunological factors. From the normal melanocyte a series of tumor
progression stages leads to the development of MM. The identification and
studies of markers that can distinguish between these stages have been of
great interest from the diagnostic/prognostic point of view, but also in order to
elucidate the molecular mechanisms behind tumor progression.
These mechanisms include cytokines and growth factors, as well as their
receptors, which play an important role in the inter-cellular communication.
Up- or down regulation of their expression can alter vital signalling pathways.
In particular, the role of TNF has evolved from a single cytotoxic molecule to
member of a superfamily (TNF/TNFR superfamily) implied in complex
processes such as organogenesis, inflammation and tumorigenesis.
All cellular processes can be influenced by the redox state in the
microenvironment. Redox regulation comprehends both powerful buffering
systems like glutathione and fine-tuning molecules like Trx/Trx-reductase
(TrxR).
The studies presented in this thesis focus on different immunological aspects
of malignant melanoma. Particularly we studied the role of TNF in MM and
explored its regulation by redox mechanisms, both in vitro and in vivo.
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BACKGROUND
CUTANEOUS MALIGNANT MELANOMA
In 1995, an estimated 32,100 developed melanoma and 7,200 died of the
disease in United States (2). In Sweden, the incidence of melanoma increased
from 2.5 per 100,000 in 1958 to 11.6 per 100,000 in 1980 (3). Under 1992,
1,332 cases were registered. The average increase per year is between 5-6%
(Source: Swedish Cancer Registry).
These alarming statistics together with the feasibility of melanoma as a tumor
progression model explains its “attraction” in biomedical and clinical studies.
Present molecular and clinical research of melanoma is now focused on (a)
exploring the molecular defects that characterise the malignant process at each
stage and (b) defining the biochemical and biological impact of those alterations
on the mechanisms governing cellular processes like proliferation, differentiation
and intercellular relationships.
Below, I will briefly outline (a) the general characteristics of normal
melanocytes, (b) the currently accepted molecular progression model of
melanoma, (c) the most important prognostic factors as well as (d) the
immunological response observed for this tumor.
Normal melanocytes
Melanocytes migrate from the neural crest into the skin during the first six
to eight weeks of embryogenic development, and the cells are homogeneously
distributed at the junction between the epidermal and dermal layers. These
cells generate a light-absorbing shield of melanin that protects the skin from
damage produced by UV-radiation. Synthesis of melanin takes place in
specialized organelles called melanosomes. Melanocytes are dendritic cells
with a big nucleus and scarce cytoplasm. They differentiate from melanoblast
to mature melanocytes. While melanoblasts have the capacity to proliferate,
mature melanocytes seldom do it, only when stimulated by action of ultraviolet
(UV)-light (4, 5) or growth factors like fibroblast growth factor, hepatocyte
growth factor and endothelins (6).
In the skin, melanocytes and keratinocytes form the ‘epidermal melanin
unit’ in the epidermis. It is in this unit where melanocytes and keratinocytes
are aligned along the basement membrane zone at a ratio of 1:5-8. Each
melanocyte reaches with its dendrites into the upper
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layers of the epidermis, transporting the pigment-containing melanosomes to
approximately 35 keratinocytes (7). Keratinocytes, which are cells of
exodermal origin, are capable of producing and secreting a wide range of
cytokines and molecular mediators such as nitric oxide (NO), thus controlling
melanocytes as well as other cell types like Langerhans cells (8). Melanocytes
are capable of presenting antigens (9) and also generate cytokines themselves
(10).
The most striking feature of melanocytes is their production of melanin, the
pigment that protects the skin from the harmful UV-irradiation (for review see
ref. (11). Melanin synthesis occurs in the melanosomes, and involves a complex
enzymatic system, whose key actor is the enzyme tyrosinase (12). Melanin is
stored and transported in melanosomes by an active mechanism involving
myosine V (13). The exact mechanism of transfer of melanin from melanocytes
to keratinocytes is unknown. Several mechanisms postulated include secretion
into the intercellular space, direct translocation at membrane level, vesicular
transport etc.
Molecular aspects of tumor progression in malignant melanoma
In this section I will discuss only the characteristics of cutaneous malignant
melanoma, as other melanomas (uveal, mucosal) present a series of
particularities not shared with the cutaneous type.
According to growth pattern, malignant melanomas can be classified into
four main types:
1. Superficial spreading melanoma (SSM)
2. Nodular melanoma (NM)
3. Lentigo maligna melanoma (LMM)
4. Acral lentiginous melanoma (ALM)
The first two types are the most common, 70 % of the cases are SSM and
15-30 % is NM (2).
Clark and cols. developed a progression model of malignant melanoma
based on the study of the invasion level of the tumor (14, 15).
According to this model (Fig. 1), the normal melanocyte could first give
rise to a nevus cell presenting random chromosomal abnormalities. Some
authors define a first step as the common nevus, where the melanocytes escape
from the keratinocyte control and establish contact with each other, but without
genetic alterations (16). The dysplastic nevus (or pre-malignant melanoma)
14
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presents atypical architectural and cytological features. In the primary melanoma
stage, cells proliferate
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Figure 1. Progression model of malignant melanoma. Adapted from (18). RGP: radial
growth phase; VGP: vertical growth phase.

first within the epidermis (melanoma in situ or radial growth phase melanoma),
then acquire the capacity to invade the dermis (invasive or vertical growth
phase melanoma). In its most aggressive stage, metastatic melanoma cells are
capable to migrate in to and grow at distant anatomic sites. The characteristics
of cultured cells derived from the different progression stages are shown in
Fig. 2, adapted from (17).

Figure 2. Characteristics of cultured melanocytic cells. * I= insulin; FGF= fibroblast
growth factor; αMSH= a-melanocyte stimulating hormone. ** Cultures are often
independent of FGF/TPA.
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The molecular mechanisms underlying the different progression stages are
summarized in Fig. 3 adapted from (18):
1. Genetic instability manifested in chromosomal abnormalities (mostly 1,
6, 7, 9, 10 and 11), mainly affecting genes implicated in cell cycle
regulation and DNA repair.
2. Deregulated proliferation due to alterations in genes related to cell cycle
checkpoints (p53, p21, bcl-2).
3. Development of invasive potential, which comprises alterations in the
normal tissue interactions, the ability of melanoma cells to evade
inhibitory growth and motility signals, as well as production of cytokines
and growth factors (see chapter Cytokines in melanoma).
4. Development of metastatic potential mainly related to the acquisition
of neoangiogenic potential.

Figure 3. Mechanisms underlying the different progression stages of MM. Adapted
from (18).
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Diagnosis of and prognostic factors in MM
The typical melanoma lesion is relatively easy to identify, even
macroscopically, as an irregularly growing, pigmented lesion that after a long
time (even decades) of inactivity can debut with symptoms such as accelerated
growth, itching and bleeding.
Pathologists have called malignant melanoma the “great pretender”. When
morphological characteristics of a lesion still cannot define if it is a melanoma
or not, more specific cellular markers are needed. Several monoclonal
antibodies recognizing melanoma-associated antigens are currently used in
the pathological diagnosis, including HMB-45, which recognizes an early
melanosomal antigen and S-100, a Ca-binding protein, usually in combination
with diverse cell lineage-specific markers in order to differentiate from other
neoplasms (reviewed in ref. 19). However, there is no unique 100% proof
marker, and finding a melanoma-specific marker not present in benign lesions
is still a dream for most pathologists.
Staging of melanoma is mainly based on the thickness of the tumor as total
vertical height, described first time by Breslow in 1970 (20); and the level of
invasion or Clark levels reflecting the penetration of the tumor into the dermal
layers and the subcutaneous fat (14). The American Joint Committee on Cancer
recently adopted a revised staging system for cutaneous melanoma based on
tumor thickness and ulceration but not invasion level (21).
The total vertical height of melanoma (Breslow thickness) is the single most
important prognostic factor in stage I and II (clinically localized) melanoma
(2). Early melanoma (reviewed in ref. 22), including in situ melanoma and
thin lesions (< 1 mm), has a survival greater than 99 and 90 %, respectively
(1), and proposal for a new staging system with a cut-off at 1 mm has been
suggested (23). Ulcerated melanomas appear to be more aggressive as they
invade through the epidermis instead than pushing it upwards. Presence of
ulceration is therefore indicative of worse survival, even after correction for
tumor thickness (24, 25).
Other clinical variables such as age, gender, race and primary site; and
pathologic factors as histologic type, mitotic index, tumor ploidy, S-phase
fraction and DNA content have been studied. Particularly, lymphocyte
infiltration of the tumor is considered a good prognostic indicator (26-28),
although controversies exist about the exact nature of the infiltrate (29).
In metastatic disease, the number and the site of metastases are the most
used prognostic indicators (2).
BACKGROUND
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Immune response against melanoma
Tumor immunity has been a favourite subject of research during the twentieth
century, balancing between extreme enthusiasm and deep scepticism, as new
therapies based on experimental results were employed (mostly with partial
or no success) on cancer patients (for reviews, see refs. 30, 31).
Malignant melanoma has been a preferred model for studies in cancer
immunology and immunotherapy, because the availability of large panels of
cultured melanoma cell lines corresponding to different progression stages,
Besides, due to the known resistance of melanoma to traditional chemo- and
radiotherapy, these patients are more likely to be included in new immunological
protocols (32). The fact that melanoma is an immunogenic tumor has been
supported by the following features (33):
1. Primary melanomas can spontaneously regress, either partially or
completely
2. Primary melanomas often show large infiltrates of lymphocytes
3. Nevi can show “halos” (areas of depigmentation) around them
4. Primary melanomas can show areas of loss of pigmentation
5. Development of vitiligo in melanoma carries good prognosis.
However, other authors consider that it is the visibility and relative
accessibility of melanoma that has helped to uncover the previous
characteristics, which are not “special” for melanoma (32). Parallels have been
drawn between the immune response in melanoma and the autoimmune reaction
typical of vitiligo lesions, as two sides of the same coin (34).
Immune surveillance, the concept that states that the immune system can
recognize and destroy transformed cell clones, has been extensively debated
and often rejected. However, the immune system does recognize and react
against many tumors, and the lack of efficacy of this response is still a problem
of outmost importance.
Tumor escape mechanism can be grouped in several (not exclusive)
categories (35, 36):
1.

Downregulation of immune responses by tumor cells or factors
released by the tumor or tumor-infiltrating cells

2. Altered expression by the tumor cells of major histocompatibility
complex (MHC) molecules and/or tumor antigens

18
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3. Altered expression of adhesion or accessory molecules by tumor
and/or dendritic cells
4. Utilization of the immune response to enhance tumor cell growth
(immunostimulation).
A novel autocrine pathway denominated “antigen silencing” has recently
been described in melanoma cells, which produce a soluble factor that
diminishes the expression of the gene encoding the Melan-A/MART-1 antigen
(37).
It is also important to define the differences between the antigen-specific
tolerance, which is characteristic of early stages of tumor growth and the
systemic immunodeficiency in later stages. Local mechanisms provoking
“antigenic ignorance” in early cancer could later become systemic causing
the general immune dysfunction (38).
In the case of melanoma, all these mechanism have been studied and in
many cases correlated to prognosis, leading to new concepts for
immunotherapeutic intervention (39). The identification of melanoma
associated antigens such as the MAGE-family, MART/Melan, BAGE,
tyrosinase and tyrosinase-related proteins prompted investigators to design
cancer immunotherapy protocols (reviewed in ref. 31). Downregulation of
MHC molecules and defects in the antigen-processing machinery are
associated to a worse prognosis in melanoma (40-43).
The role of cytokines produced by both tumor and infiltrating lymphocytic
cells in melanoma will be discussed in the chapter ”TNF and other cytokines
in MM”.
CYTOKINES
According to the classical definition, cytokines are proteins secreted by
the cells of the innate and adaptive immunity that mediate many of the functions
of these cells (30). However, it has become increasingly evident that cytokines
can be produced and/or secreted by a variety of cell types outside of the
immune system, and regulate all type of biological functions. Today the term
cytokine is used as a generic name for a diverse group of soluble proteins
and peptides, which act as humoral regulators at nano- to picomolar
concentrations and which, either under normal or pathological conditions,
modulate the functional activities of individual cells and tissues. These proteins
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also mediate interactions between cells directly and regulate processes taking
place in the extracellular environment (44).
Cytokines share several properties, in spite of structural differences:
1. Cytokine secretion is a brief, self-limited event.
2. Cytokine action is often pleiotropic and redundant.
3. Cytokines often influence synthesis and actions of other cytokines.
4. Cytokines can act locally and/or systemically.
5. Cytokines act through binding to specific receptors.
6. External signals regulate cytokine receptor expression, and thus
responsiveness.
7. Cellular responses to most cytokines consist of changes in gene
expression of the target cells
Functionally, cytokines can be classified in three main categories (30):
1. Mediators and regulators of innate immunity
2. Mediators and regulators of adaptive immunity
3. Stimulators of hematopoiesis.
However, it should be noted that this classification responds more to the
classical “immunological” functions of cytokines. A new vision of the role of
cytokines in complex biological processes is now emerging, as in the case of
the TNF/TNFR superfamily as multicellular “organizer” (45) (to be discussed
in the chapter of TNF).
TUMOR NECROSIS FACTOR
TNF at a glance: a brief introduction to a fascinating molecule
The evolution of our knowledge about TNF follows a pattern similar to
many scientific discoveries. A practical observation from the nineteenth century
that cancer patients with infections sometimes presented tumor regression led
to a quest for a link between infection, inflammation and antitumoral effect. In
1975 a factor that provoked tumor necrosis in LPS-primed mice (46) was
discovered and hence fore named TNF. This factor later proved to be identical
to the independently described cachectin (47), responsible for the wasting
symptoms (cachexia) associated with chronic inflammatory diseases and
cancers of certain type.
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TNF was renamed TNFα to discriminate from lymphotoxin (LT), then
called TNFβ. Later, after the discovery of two LT isoforms, by consensus
they were designated TNF, LTα and LTβ.
In the following years a myriad of information was generated on the effects
of TNF, mostly studied in relationship to those clinical conditions in which the
factor was implicated: cancer and inflammation. Depending on the experimental
model and the approach used, many and often-contradictory effects were
described for this cytokine. Involvement of TNF in other pathological conditions
such as diabetes, neurodegenerative diseases and obesity was discovered.
Molecular studies and databases permitted the identification of a group of
factors with structural similarities and diverse functions, and the term TNFTNFR superfamily finally evolved (reviewed in refs. 45, 48-50; http://
www.gene.UCL.ac.uk/users/hester/tnfinfo.html). The accumulation of
experimental data eventually provided the basis for elucidating complex
pathways at the cellular level, as the apoptotic cascade via the death receptors
(50) or alternative gene activation pathways (51). With the use of knock-out
mice, the function of these factors at a higher organizational level is being
deciphered.
According to our present knowledge, TNF superfamily members play an
important role in the organization of primary and secondary lymphoid organs,
processes that require an effective and fine-tuned response. Differential
expression of ligands and receptors in different cell types and tissues explain
why the effect of these molecules can be restricted. Still, TNF remains one of
the most ubiquitous and versatile members of the superfamily.
The TNF/TNFR superfamily is evolutionally highly conserved. It seems
that most death domain (DD) containing genes come from a common ancestor,
and a subsequent diversification took place with the appearance of the TNFRassociated factor (TRAF, adapter) domain. Thus, DD-containing receptors
seem to play an important role in the evolution of the modern immune system,
with the later addition of more specialized receptors (45).
Many functions and characteristics of TNF and TNFR have been derived
from the study of their structure (49, 52). Much information was also gathered
when looking at the different levels of control of TNF expression:
transcriptional, post-transcriptional, intracellular dynamics, proteolytic
processing and secretion.
Recent results point to similarities between the TNF and Notch processing
pathways, opening new ways of integrating mammalian biology (53-56). Study
of the mediators of the innate immune response (as Toll-like receptors) during
BACKGROUND
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evolution is revealing relationships between inflammation and development
(57). The circle completed, the link between inflammation and cancer (as
two sides of the same coin) is being rediscovered, particularly by the study of
proinflammatory cytokines, of which TNF is just a classical example (58).
How both TNF and the knowledge about it has evolved (its historicity),
how associations to other seemingly unrelated molecules and processes have
revealed new and decisive interconnections, how contradictions could be solved
by integrating this knowledge at higher levels: this fascinating tale of scientific
discoveries shows us the importance of avoiding the reductionistic approach
in science. The whole cannot be explained by a simple addition of the dissected
parts. To maintain an open-minded, dynamic and dialectical vision of the object
of our research seems so evident and it is, however, so difficult to achieve (15,
59).
It is impossible to give an integral picture here of the TNF field (for a
recent update see ref. 60), therefore after this brief general background I will
focus on the role of TNF in cancer, and most specifically melanoma.
Gene organization, transcriptional and post-transcriptional control
The gene for human TNF lies on the short arm of chromosome 6, near the
HLA locus flanking the centromere. Fig. 4 shows the human MHC region
and the TNF-related genes. In all vertebrate species, the genes encoding TNF
and LT lie within the MHC, itself the most gene-dense and polymorphic
region of the entire genome (61). TNF gene polymorphism have been
extensively studied and several of them (shown in Fig. 4) associated to
pathological conditions (61, 62).
Many of the polymorphisms are present in the promoter sequence of TNF.
Binding sites for transcription factors such as NF-κB, NFATp, Ets, AP-1/
ATF, AP-2, and some repressor sites are present in the promoter sequence,
(63). Particularly, ATF2 has been shown to increase UVC-induced apoptosis
in melanoma cells by downregulating TNF expression (64, 65). In NK cells,
production of endogenous NO can inhibit NFAT, and thus downregulate
TNF transcription, protecting the cells from activation-induced apoptosis
(66). Interestingly, engagement of TNFR1 by TNF can also modulate TNF
gene expression, by a mechanism involving ATF2 and p38 MAPK (67).
Post-transcriptional control of TNF expression is achieved by regulating
translational initiation, mRNA stability and polyadenylation. AU-rich
elements (AREs) present in the 3’ untranslated region of TNF mRNA can
regulate protein expression. Knock-in mice expressing TNF transcripts that
lack ARE overexpress TNF due to the increased stability of the transcripts
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and the loss of translational silencing, resulting in a severe inflammatory
phenotype (for review see ref. 68).

Figure 4. The human MHC region and the TNF-related genes. The MHC class IV
region is detailed in the middle line. The bottom line shows the genomic organization
of the LTβ, TNF and LTα genes. Open boxes represent exons. Arrows indicate
transcriptional direction. Polymorphisms involving G to A transitions at positions 376, -308, -244, -238 and -163, and a C insertion at position +70 of TNF are shown.
Adapted from Ruuls and Sedgwick, 1999 (62).

Biochemistry of TNF
Human TNF (Accession number: X01394) is initially translated as a
prohormone of 233 amino acids (26 kD), which is subsequently modified
during postranscriptional processing (69-71). The latter includes acylation by
myristic acid, via an irreversible amide bond on lysine residues (72), although
other authors have detected reversible palmitoylation via a thioester bond on
a cysteine residue (73). The human TNF sequence does not contain potential
N-glycosylation sites, although O-glycosylation is possible (74). TNF sequence
shows also a number of phosphorylation consensus sites (49). The propeptide
leader sequence is of an unusual length, 76 amino acids, and functions as a
BACKGROUND
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signal-anchor sequence. This transmembrane proTNF is proteolytically cleaved
by TACE/ADAM17, a metalloproteinase (see below) to yield mature soluble
TNF (17 kD, one disulfide bond, isoelectric point 5.8). The TNF monomer
forms two antiparallel β-pleated sheets. Both TNF forms are active as selfassembling non-covalent trimers, whose individual chains fold as compact
“jellyroll” β sandwiches and interact at hydrophobic interfaces (49, 52, 75).
Fig. 5 shows the three-dimensional structure of TNF. It is interesting to notice
that this “jelly-roll” topology is strikingly homologous to several viral coat
proteins (76). This and other similarities raise the possibility that TNF ligands
represent descendants from the horizontal capture of a gene encoded by an
ancient viral pathogen (45).
Processing of TNF
It is currently accepted that a metalloproteinase is the responsible for
proteolytic cleavage of proTNF yielding the mature soluble TNF (77-79).
TACE or ADAM17 is a member of the metalloproteinase-disintegrin family.
ADAM proteases are “metzincins”, Zn-dependent metalloproteases, containing
a signal sequence, an inhibitory prodomain, a metalloprotease domain and a
cysteine-rich region, a transmembrane domain and a cytoplasmic tail. All
ADAMs described until now are membrane-bound. The prodomain inhibits
the catalytic site via a cysteine-switch. ADAMs are implicated in a variety of
processes, including sperm-egg binding, sperm migration, muscle cell fusion,
ectodomain shedding and Notch-mediated signalling events (for review see
ref. 80).
Besides proTNF, TACE is responsible for the shedding of other substrates
like TNFR2, TGFα, L-selectin and β-amyloid precursor protein. Shedding
of CD30 (another TNFSF member) from lymphoma cells is also mediated by
TACE (81, 82). TACE knock-out mice present perinatal lethality, not the
case of mice lacking either TNF, one or both TNFRs (83).
It seems that TACE must be membrane-bound to efficiently cleave the
membrane-anchored pro-TNF, and that its action is cell autonomous (84,
85). Both recognition sequences and structural elements contribute to the
shedding possibility of membrane proteins (86, 87). It seems also that an
appropriate organization of the cytoskeleton is needed for the correct
positioning of the shedding machinery and the substrates on the cell membrane
(88).
In THP-1 monocytic cells, TACE is present on the cell membrane and
internalized after phorbol ester stimulation (89). In another study, TACE was
present mostly in a perinuclear compartment of COS cells, and removal of the
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inhibitory prodomain took place in the trans-Golgi network by a furin-type
proprotein convertase (90). This result raises the possibility that processing of
proTNF can already take place in an intracellular compartment. It has been
postulated that synthesis and insertion of TNF in the ER membrane occurs
co-translationally. Then, probably via Golgi-mediated transfer, TNF appears
on the plasma membrane as a
trimeric, type II transmembrane
protein that can be then cleaved
(91). Other results point to the
Golgi compartment as the main
reservoir of TNF in monocytes
(92), from where TNF localizes
directly to the membrane and, if not
processed, is recycled by
endocytosis (93). Solomon et al.
(94) described the presence of
mature TNF at a postendoplasmic
reticulum site.
TACE prodomain acts through
the inhibition of the Zn atom present
in the catalytic site by a thiol group.
The redox environment can regulate
this interaction, and increased
ectodomain shedding by PMAinduced reactive oxygen species
(95) and NO (96) has been
observed.
Recently a dominant negative
form of TACE has been described,
Figure 5. Trimeric structure of TNF.
that inhibited both TNF and
Structure of the TNF trimer shown from the
TNFRII shedding. Thus, the
top (upper) and side (lower) views with
regulation of ectodomain, and
each monomer differentially shadowed. The
β-pleated sheets assume a “jellyroll”
particularly TNF shedding could be
orientation in each monomer. Adapted from
far more complicated than presently
(76).
thought (97). Moreover, alternative
cleaving sites have been described for TNF (74, 98), and it is the length of the
linking domain, permitting the protease access, which determines the cleavage
process (91). Other proteases, such as the serine protease PR3 (99), can
also process proTNF. Moreover, a cell line with reconstituted TACE activity
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but no proTNF processing has been described, suggesting other mechanisms
of control for ectodomain shedding (54).
TNF-receptors
Two types of TNFRs have been described: TNF receptor I (p55 in mouse,
p60 in humans, CD120a, TNFRSF1A, accession number: M75866) and
TNFRII (p75/p80, CD120b, TNFRSF1B, accession number: M32315).
Founder members of the TNFR superfamily, these molecules also represent
its two main categories: receptors containing a DD (TNFRI) and those
containing a TRAF domain (TNFRII).
The extracellular ligand-binding region of all TNFSF receptors is
characterized by variable numbers of cysteine-rich domains (CRD) (Fig. 6),
permitting the formation of trimer structures.
The elongated receptor chains fit into the “grooves” between protomers
within the ligand trimers (for review see refs. 45, 49, 50, 100). Receptor
dimerization is supposed to occur by ligand-induced oligomerization, but recent
results point to the presence of pre-ligand assembly domain (PLAD). Thus,
receptor chains self-assemble in the absence of ligand and signalling involve
rearrangement of the preassembled chains (101, 102). The clustering and
activation of TNFRs by UV-light and osmotic shock, in absence of ligands
has also been observed (103, 104).
TNFRs can be also cleaved proteolytically and exist as soluble receptors.
Shedding of TNFRs can be regulated by SH-reagents (105).
The “classical” localization of TNFRs is on the cell membrane. However,
recent studies point to an intracellular, mainly Golgi localization of TNFRs in
endothelial cells (106-108). Myosin II is involved in the translocation of
TNFRI from the trans-Golgi network to the membrane (109). Also, the
presence of a TNF-binding protein has been described in mitochondria
(110, 111).
Biological roles of TNF
The differential roles of transmembrane and soluble TNF are still unclear.
It is postulated a grosso modo that soluble TNF mediates the systemic effects
of the cytokine while transmembrane acts on the autocrine/paracrine level.
The latter can mediate cytotoxic effects (112). The possibility of reverse
signalling for transmembrane TNF has also been suggested, as the intracellular
domain of TNF is phosphorylated (113) on a casein kinase I motif present in
TNF and other TNF ligand family members (114). Outside-to-inside signaling
through membrane TNF induces E-selectin expression in activated CD4+ Tcells (115). TNF prosequence possesses a putative nuclear signal sequence,
and it was shown to translocate to the nucleus after processing, similar to the
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Figure 6. Structural comparison of the members of the TNF receptor family. The
extracellular ligand-biding regions of the receptors are characterized by variable
numbers of cysteine-rich domains (CRD). Death receptor contain a death domain
(DD) in their intracellular region, which is essential for apoptosis signaling. Adapted
from (100).

Notch signaling pathway (56). Mice expressing non-cleavable transmembrane
TNF were protected from endotoxin induced lethal shock, and interestingly,
presented significantly higher IL12 levels than wild type mice after LPS
stimulation (116).
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Both TNFRs can bind soluble TNF, but transmembrane TNF binds
preferentially to TNFRII (117, 118), and the possibility of an autotropic
signalling pathway had been described in an experimental model (119)
Most studied are the effects of TNFRI triggering and the resulting apoptotic
cascade. Recruitment occurs via DD containing mediators, leading to the
activation of caspases and cell death (for reviews, see refs. 50, 100, 120,
121). Recent results showed that apoptotic stimuli often can result in necrosis,
depending on factors such as absence of caspase activation and the intracellular
balance of ATP and Bcl-2 family members. An active necrotic signaling pathway
through DD receptors can also exist (122). TNF generates ROS (123) and
those in turn can modulate expression of other cytokines like IL8 (124)
Less known are the effects mediated by TNFRII. It was originally thought
that this receptor mediated the survival signals, mainly through activation of
NF-κB, but many results point to cross-talk between both signalling pathways
(51, 125, 126). In the TF-1 eryhtroleukemic cell line, TNFRII was responsible
for both apoptotic and proliferative signaling, depending of its mitotic activity
(127). Cell surface and secreted forms of both TNFRs has been correlated to
cell cycle phases, S-phase presenting the highest and M-phase the lowest
receptor levels (128). Recently the induction of cell death by TNFRII was
reported, through production of endogenous transmembrane TNF and
consequent activation of TNFRI (129).
It is generally accepted that cells expressing endogenous TNF are resistant
to exogenous TNF (130), due to the downregulation of TNFRs (131). This
effect takes place independently of intracellular signalling pathways (132),
and requires TNF membrane retention (133, 134).
TNF AND OTHER CYTOKINES IN MALIGNANT MELANOMA
Originally, cytokines were considered mediators of the immune response,
produced mainly by lymphocytes and monocytes. However, since the mid’80s it has been increasingly evident that multiple cell types, both normal and
transformed, can express cytokine genes and produce cytokine proteins. An
explosion of studies during the ‘90s described production of diverse cytokines
by tumor cells and/or the effect of cytokines upon them.
In the case of melanoma research, panels of melanoma cell lines were
scrutinized for presence of cytokine mRNAs (135-137), and/or protein, mainly
secreted (135, 138). It was found that the majority of melanoma cell lines,
and often normal cultured melanocytes, presented transcripts for a large number
of cytokines, particularly IL1, IL6, IL8, GM-CSF and TNF.
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Presence of TNF mRNA and protein has been detected in cultured normal
melanocytes and malignant melanoma cell lines. Interestingly, expression of
TNF, IL1α and IL6 mRNA correlated to that of mutated N-ras oncogene
(139). Lugassy and Escande first described the presence of TNF protein in
melanoma cells in 1991 (140). Co-culture of melanoma cells with angioma
fibroblasts increased TNF expression in the former. However, TNF protein
expression in normal skin melanocytes could not be detected by electron
microscopy (141). Constitutive secretion of TNF was observed in two out of
19 melanoma cell lines tested by Colombo (135) but in none of the cell panel
studied by Bennicelli and Guerry (138). Recently, secretion of TNF in the
malignant melanoma cell line BRO by stimulation with the immunomodulator
glucosaminylmuramyl dipeptide was reported (142).
Interestingly, TNF inhibits melanogenesis both in melanocytes (143) and
B16 mouse melanoma cells (144, 145).
Presence of cytokines has also been investigated in biopsy material or
tissue sections, either using molecular biology techniques as RT-PCR (146148), in situ hybridization (149) or immunohistochemistry (150-154). In vivo
not all primary melanomas are TNF-positive, and this expression correlates
to infiltration by CD3-positive lymphocytes (152). In another study, TNF
appeared to be a marker of more benign lesions (151).
Cytokine receptors in melanoma have been studied at a lesser extent, but
the presence of TGFαR, IL1R, IL6R, GM-CSFR and TNFR has been
detected in vitro and in vivo (137, 151). Expression of TNF receptors in
melanoma cell lines could be regulated by IFNγ and dbc-AMP (155). In
vivo, TNFR expression was more pronounced in advanced primary and
metastatic melanomas (151).
Several hypotheses have been postulated about the role of cytokines in
melanoma, which are supposed to influence the growth of the tumor (autocrine
role), its interaction with the tumor microenvironment (stroma, infiltrating
immune cells) and its metastatic spread (angiogenic role) (156-158).
In the case of IL6 it has been shown that it is growth inhibitory for early
stage melanomas but stimulates the growth of advanced melanoma cells (159161). High serum levels of IL6 were found in melanoma patients (162, 163).
Expression of IL8 has mainly been associated with the metastatic potential
of the tumor, both in vitro (164, 165) and in vivo (166, 167). Multiple levels
of regulation by other cytokines and the organ environment have been described
for this cytokine (168-171).
GM-CSF expression in vivo correlates inversely with tumor depth,
BACKGROUND

29

Barral 2001

suggesting a tumor inhibitory effect (172).
IL15 expression has also been detected in malignant melanoma (173, 174),
and it seems to regulate melanoma cell progression through a juxtacrine
mechanism (175, 176).
In non-small cell lung carcinoma, the expression of intratumoral TNF by
immunohistochemistry was associated with a better survival of patients
(177). In the same type of tumor, TNF expression quantified by RT-PCR
(178) correlated positively with Bcl-2 expression and better survival, and
negatively to microvessel production.
Both tumoral and infiltrating cells can produce cytokines in a tumor
tissue, a fact that has contributed to contradictory results. Studies based
only on detection of mRNA transcripts in tumor homogenates, or only on
detection of the presence of the intracellular cytokine protein should be
analyzed carefully (see Methodological considerations).
As lymphocyte infiltration is considered a sign of anti-tumoral response,
even if not efficient, many studies have been undertaken to characterize
these cells, including their cytokine profile, and possible correlation to
clinical outcome. Regressing melanomas, representing a succesful immune
response, tend to present a Th1 phenotype (179), with preferential
expression of IL2, GM-CSF and IL15, although tumoral cells also
expressed the latter cytokine also (180). Another study showed higher
IL10 levels in metastatic lesions that responded to an IL2-vaccine
treatment, and an increase in time of IFNγ expression (181).
The role of tumor-infiltrating macrophages (as a typical TNF-producing
cell type) is still much debated. Macrophage infiltration is considered to
promote neoangiogenesis, mainly by releasing factors like TNF and IL1α
(182, 183). Hydrogen peroxide secreted by these cells inhibits tumorspecific T-cell and NK cell-mediated cytotoxicity (184). On the other hand,
recent report sustain the role of macrophages in tumor killing (185) and as
orchestrators of the immune response to tumor cell death (186).
High were the hopes about administration of TNF as an antitumoral
agent, but the elevated systemic toxicity of this factor was disappointing.
However, it has become increasingly evident that the antitumoral effect of
TNF is not mediated by direct action on the tumoral cells, but through
disruption of the tumor-associated vasculature. The use of isolated limb
perfusion with TNF for melanomas and sarcomas localized to the limbs
resulted in an improved response (187-189).
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In a recent report, DMXAA, a new antitumor drug was shown to exert
its effect on a mouse colon adenocarcinoma level by induction of
intratumoral TNF and subsequent hemorrhagic necrosis (190). Melphalan,
a cytostatic agent often employed in isolated limb perfusion protocols, was
shown to upregulate TNF expression in tumor-bearing mice through a
mechanism involving IFNβ (191).
On the other hand, a certain tumor promoting effect of TNF has been
suggested due to the fact that TNF-deficient mice are refractory to skin
carcinogenesis (58, 192).
REDOX REGULATION BY THIOREDOXIN
Reactive oxygen species and oxidative stress
In aerobic cells, ROS are generated when oxygen is partially reduced as
electrons leak out of the electron transport chain during respiration in
mitochondria. In addition to mitochondria, other sources of ROS generation
include endogenous enzyme systems, e.g., plasma membrane NADPHoxidase and cytoplasmic xanthine oxidase, as well as organellar sources,
e.g. peroxisomal cytochrome P-450 oxidase (193). Phagocytic cells have a
unique O2- production system named respiratory burst (194) and there is a
constant generation of ROS in melanocytic cells as a byproduct of melanin
synthesis (195). ROS are also generated as a response to external stress,
e.g. UV-irradiation, ionizing radiation, NO, and certain chemical
compounds (196).
The redox state of the cell is determined by the balance between the
oxidizing (ROS) and antioxidant, reducing equivalents. Elevation of ROS
exceeding the buffering capacity and enzymatic activities designed to
modulate ROS levels result in the harmful “oxidative stress”. Highly reactive
radicals can damage DNA, RNA, as well as protein and lipid components,
which may lead to cell death (193). This can occur by necrosis if ROS
levels are extremely high; on the contrary, moderate ROS levels can act as
second messengers and activate apoptotic cell death (197). ROS can also
act as intracellular signaling molecules, modulating gene expression and
enzymatic activities (for reviews see refs. 193, 198, 199).
To counteract the deleterious effects of ROS, the cell possesses different
antioxidant systems. Thiol containing moieties (as the SH residues) have
reducing power. The most powerful thiol antioxidant buffer in the cell is
reduced glutathione (GSH) present in millimolar concentrations in the cytoplasm
(200). Other enzymatic systems include catalase, SOD, glutathione peroxidase,
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methallothionein, quinone reductase and hem oxygenase. The Trx system,
consisting of Trx, TrxR and NADPH operate as a powerful NADPH-dependent
protein disulfide reductase system (201, 202).
Thioredoxin
Trx is an evolutionarily highly conserved 12 kD molecule, first described in
1964 as a hydrogen donor for the enzyme ribonucleotide reductase.
Nowadays, Trx is considered not only one of many intracellular redox proteins,
but it has been implicated in signalling pathways as cell proliferation,
differentiation and the apoptotic cascade and a modulator of gene expression
(for reviews see refs. 194, 203-205).
Overexpression of Trx has been associated to resistance to cytotoxic agents
like adriamycin and cisplatin, as well as exogenous TNF, which are ROSgenerating agents (206-208). There are contradictory results about its role in
apoptosis. Trx in some studies protects against apoptosis (209-211), and it
has been shown to bind to ASK-1, an important mediator of TNF-induced
apoptosis (209, 212). However, Trx was also shown to participate in the
apoptosis induced by IFN and retinoic acid (213, 214) and IFNβ
plus tamoxifen (215). Moreover, Trx and other reducing agents are necessary
for activation of caspases (216).
Trx can enhance the induced expression of several cytokines, including
TNF in the MonoMac monocytic cell line (217), and in synovial fibroblasts
Trx exerted a costimulatory role in TNF-induced IL6 and IL8 production
(218). B-CLL cells exposed to Trx release TNF in a dose-dependent manner
(210).
The Trx system is considered the major antioxidant catalyst in the human
epidermis, and TrxR activity seems to be associated to tumor thickness in
malignant melanoma (219). TrxR is highly expressed in human melanoma cell
lines, and it can also be secreted (220). UV-B irradiated keratinocytes release
Trx that can act as a survival factor for both keratinocytes and melanocytes
(221).
An immunohistochemical study (222) indicated a possible association
between Trx and p53 expression in breast cancer, and in gastric cancer Trx
was predominantly expressed in undifferentiated rather than differentiated
tumors and cell lines (223).
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MAJOR AIMS OF THIS STUDY
The primary aim of the studies included in this thesis was to study some
immunological aspects, particularly the role of TNF and the thioredoxin system
in malignant melanoma, from the basic to the applied level. The specific
objectives were as follows:
1. To develop a novel, more biological selection method for generation of
anti-melanoma monoclonal antibodies
1. To study the expression and localization of the full-length and truncated
Trx in different cells, particularly melanoma, using novel monoclonal
antibodies.
2. To study the expression of cytokines, particularly TNF and its receptors
in cultured melanocytic cells.
3. To explore the effect of Trx on TNF expression and release in melanocytic
cells.
4. To assess the possible correlation between Trx/TrxR/TNF expression and
resistance to exogenous TNF in melanoma cell lines.
5. To study the processing of TNF in malignant melanoma cell lines.
6. To explore a possible correlation between in situ TNF and Trx expression
and disease-specific survival in primary malignant melanoma patients.

AIMS OF THE STUDY
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METHODOLOGICAL CONSIDERATIONS
The methods employed in the different studies are described in detail in the
corresponding Materials and Methods sections of each article. However, I
will discuss below some aspects related to the selection of a particular method
and its quality control.
Cytokine detection
The biochemical characteristics of a particular cytokine render the molecule
sometimes difficult to detect on a reliable basis (224). When detecting mRNA
expression for cytokines in tissues, many have recurred to the use of e.g. RTPCR from whole cell lysates. Since tissues can contain multiple cell types, and
in the case of tumors, both tumoral and infiltrating immune cells, which may
produce cytokines, this approach should be interpreted carefully. A method
that permits assignment of cytokine expression to cell type, such as
immunohistochemistry or in situ hybridization is recommended to employ in
parallel.
Detection of mRNA for a given cytokine does not imply the automatic
expression of the protein. Although in this thesis we do not report methods for
detection of cytokine mRNA (particularly TNF), previous studies showed by
in situ hybridisation that TNF was indeed produced in melanoma specimens
(149). We also performed in situ hybridisation in several melanoma cell lines
using digoxigenin-labeled TNF and Trx riboprobes (results not shown).
Detection of a cytokine protein can be achieved by immunochemical
methods such as ELISA or Western blot (both in supernatants and cell lysates),
ELISPOT (secreted), immunofluorescence, immunohistochemistry or by
biological assays. We used ELISA in Paper III for detection of TNF in culture
supernatants. We employed the matched antibody pair from R&D systems,
but we also tested the mAb used for the other assays (CY-014) instead of the
coating antibody, yielding almost identical results (unpublished observations).
Although the ELISA method offers high sensitivity, it is not optimal for detection
of cytokines that are not secreted into the culture medium but taken up by the
same or neighbouring cell. This is the case of IL15 produced by melanoma
cells (175) or in our study TNF. To detect release of a cytokine at the singlecell level it is recommended to use the ELISPOT assay (205, 225, 226). This
method is very suitable for cells that grow in suspension, but in the case of
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adherent cells such as melanoma modifications for culturing have to be taken
into account.
Immunofluorescence
One of the most versatile and powerful methods for detection of proteins
within a cell is immunofluorescence (227). Several variants of this technique
were used in our papers. In flow cytometry, the combination of size, granularity
and fluorescence intensity gives a quantitative and high-output information. In
Paper I, flow cytometry on an acetone-fixed melanoma cell line determined
the selection of the final antibody-producing hybridoma clone. Acetone is a
coagulant fixative that acts through extraction of phospholipides from the cell
membrane, thus causing also permeabilization of the cells. However, milder
coagulant fixatives such as paraformaldehyde or glutaraldehyde had been
shown to preserve better the cellular integrity with minimal antigen loss (228).
Besides, acetone fixation provokes leakage of Trx from the cells (J. Nilsson,
personal communication). Therefore in the following papers we recurred to
fixation by paraformaldehyde and permeabilization with saponin, a method
specially suited to cytokine detection (224). In Paper II, III and IV this
method was used for flow cytometric detection of intracellular antigens (Trx,
TrxR, cytokines, and intracellular markers). Alternatively, for detection of
surface-bound Trx and TNFR in Paper II and III, respectively, cells were
stained without permeabilization. To avoid internalization or shedding of the
mAb, cells were metabolically inhibited using 0.1 % sodium azide and low
temperatures (0 oC). Quantitation of fluorescence intensity still present many
practical difficulties in spite of calibration standards and methods (229). The
specific aim in Papers II and III, when measuring the expression of Trx/TrxR
and TNF/TNFR in the cells was not to determine absolute levels of expression,
but to compare expression between melanocytic and control monocytic cells.
In order to achieve this, cells were analyzed in the same experiment, including
isotype controls, for comparison and/or substraction.
In Paper III, the initial screening for cytokine expression in the cell line
panel was done using immunofluorescence on cells immobilised on adhesion
slides. This variant is effective, requiring few cells and little amount of reagents,
and very appropriate for discrimination of positive and negative cells. However,
in the case of adherent cells like melanoma, if the intracellular localization of a
molecule is to be determined it is necessary to stain cells growing on a surface
and then analyze them by high-resolution microscopy. In Paper III the
intracellular localization of TNF was studied using confocal microscopy and
double staining for TNF using a specific mAb and the Golgi-marker WGA. In
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Paper IV we used mostly wide-field microscopy and deconvolution for the
colocalization studies and live-cell imaging.
Image restoration
Microscopic immunofluorescence volume images are usually affected or
distorted due to several factors. Details can be hidden by noise or masked by
other features, artefacts may confuse the viewer, and the system can even add
structures to the image. Image restoration aims at reversing the degradation
process in order to recover a true image. Images from microscopes with nonintrinsic 3D imaging capabilities (like wide-field microscopes) suffer from severe
degradation due to blurred out-of-focus areas contributing to in-focus areas.
However, when the object is not too dense or complex, deconvolution (see
below) can remedy the situation. In the case of microscopes with intrinsic 3D
capabilities (like confocals), a pinhole is used for exclusion of information
outside the focal plane, resulting in a tremendous increase of resolution.
However, the intensity of the image diminishes, and the very high intensities
used for excitation can cause photodamaging and photobleaching. Images
can also suffer from anisotropy and degradation due to noise (230).
Deconvolution
Deconvolution is a mathematical process that uses a theoretical or measured
point spread function (PSF) to make an inverse filtration or deblurring of the
image. A record of a 3D set of data (in form of a stack of 2D images taken at
constant Z-distances) of a specimen will be the basis for the mathematical
calculation back to the original dimensions. The PSF can be calculated
theoretically on the basis of the electromagnetic diffraction theory using the
information from the microscope properties. A measured PSF, calculated from
a 3D image stack from an object with known dimensions (like latex beads)
has the advantage of considering the aberrations present in the optics. Several
mathematical algorithms have been used, such as maximum likelihood estimation
(MLE) (231).
Immunohistochemistry
Immunohistochemistry combines the advantages of immunological detection
(using specific antibodies) and morphological analysis. Thus, it can be correctly
established in which cell type of a given tissue is the antigen of interest expressed.
However, as this method is inherently subjective, a rigorous quality control is
necessary to ensure reliable and repetitive results (232). Here we will focus
only on immunohistochemistry on formalin-fixed, paraffin-embedded material,
used in Paper V and in part in Paper III.
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Factors to consider include: quality of the tissue sample; quality of the antibody
; reliability of the procedure and evaluation.
Quality of the tissue sample includes the physical quality of the tissue specimen
and the representative quality of the particular sample (tissue section for the
whole specimen). The first depends on factors such as fixation and embedding,
which are relatively standardized in routine pathology laboratories but should
be considered in the case of very old samples; and the quality of sectioning.
Paraffin-embedded specimens are considered very stable, but there are reports
of loss of antigenicity of sectioned tissue. The representative quality of the
samples is very important to consider. In our case, melanoma specimens were
carefully selected in order to ensure sections from the central area of the tumor.
Those samples that contained no tumoral or invasive component were excluded.
This can cause certain under-representation of very small tumors (there were
15 cases that lacked enough material to be processed), something to taken
into account when analyzing the population studied.
A particular problem when doing immunohistochemistry in melanoma is
the presence of the melanin pigment. Melanin grains are similar in colour to the
most employed substrate, diaminobenzidine (DAB), although experienced
observers can distinguish melanin on the basis of its different structural
appearance. More difficult to evaluate is the unspecific binding of antibodies
or secondary reagents to the pigment (unpublished observations). Therefore
in Paper V, we excluded those melanomas that were heavily pigmented and
therefore difficult to evaluate.
Quality of the antibody. Any antibody to be used in immunohistochemistry
should be previously evaluated and optimized for staining. In the particular
case of paraffin sections, the fixation and embedding procedure can alter the
antigenicity of proteins, making not all antibodies suitable for this technique.
Several quality controls for the antibodies include specificity control, by blocking
with the antigen (or epitope). Also it is recommendable to test if the expression
of the protein is associated in the same cell to the expression of the
corresponding mRNA by in situ hybridization, to discriminate if the cell
produces or takes up the studied antigen. In the case of the anti-TNF mAb
CY-014, both controls were made in previous studies (149, 152). In the case
of the anti-Trx mAb, we checked for specificity blocking the staining with
recombinant Trx (results not shown). The use of control antibodies of the
same isotype is mandatory to control possible unspecificities due to the
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secondary reganets. Several pretreatments were tested for antigen demasking.
In the case of the anti-TNF mAb, only microwave treatment resulted in staining.
For the anti-Trx mAb, several pretreatments were successful, including trypsin
digestion (Paper III), addition of boiling citrate buffer (Paper V) and antigen
retrieval solution (results not shown).
Reliability of the procedure. Prior to the study described in Paper V, the
staining procedure was optimized and assayed in different tissues. For TNF,
different lymphoid tissues (lymph nodes, spleen) and inflammatory tisses (such
as appendicitis); for Trx also lymph nodes and placenta (known for high Trx
content) were evaluated (results not shown). Also normal skin was subjected
to staining.
In order to achieve as homogenous staining as possible, after optimization
of the procedure, all samples were stained with each antibody the same day.
Evaluation. In a study with clinical samples (like Paper V) it is of outmost
importance to make the evaluation blindly. Slides were evaluated by two
observers at least twice separately and then two more times simultaneously.
Agreement between observers was high although we have not quantitated it.
Only when a final scoring was established did we retrieve the clinical data.
Cytotoxicity
In Paper III we used the neutral red uptake assay for measuring the
cytotoxic effect of TNF on melanoma cells. Neutral red assay has been shown
to be a reliable and simple assay for measuring cell viability (233, 234). This
method is based on the lysosomotropic properties of neutral red, and therefore
its applicability is much dependent of the lysosomic activity of the cell to be
studied, not all cell types taking up the dye at the same level (our unpublished
observations). However in the case of cultured melanoma cell lines there was
correspondence between cell number and intensity of the dye, as well as good
reproducibility of the experiments (unpublished observations). Experiments
were carried out in 6 replicates, and the outer wells of the plates were not
used to avoid differences due to evaporation.
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RESULTS AND DISCUSSION
As described in detail in the Background section, MM constitutes an
important and practical model for immunological studies. In this thesis I focused
on different immunological aspects of this tumor.
Paper I. Cell-cell adherence as a selection method for specific antibodies
recognizing malignant melanoma. J Immunol Methods, 203: 103-109 (1997).
Mabs recognizing melanoma-associated antigens generated by immunization
with complex antigenic mixtures and selected by traditional immunochemical
methods (as ELISA) were not always useful for the study of biological samples.
This prompted us to search for alternative methodologies. We focused on a
selection method that would favor the recognition of native antigens expressed
on the cell surface by the mAbs. This cell-cell adherence method proved to
be simple and reliable, resulting in hybridomas producing specific mAbs.
Posterior immunohistochemical studies revealed a high degree of specificity
of Mel-3 mAb for malignant melanoma (unpublished results).
Paper II. Thioredoxin expression and localization in human cell lines: Detection
of full-length and truncated species. Exp Cell Res, 236: 181-192 (1997).
Trx is a redox molecule whose expression is augmented during malignant
transformation (201, 204). In this paper hybridomas producing mAbs against
full-length and truncated Trx were generated by immunizing with the
recombinant molecules. Specific mAbs were selected by ELISA against the
immunogens. The mAbs were employed to study the expression of the two
types of Trx in different cell types. All melanoma cell lines studied by intracellular
immunofluorescence were positive with the exception of the FM28.4 cell line.
The latter proved to be overgrown by mouse fibroblasts used as feeder cells.
Another clone derived from the same tumor was later tested positive for Trx
(Paper III). None of the cell lines was positive for membrane Trx. The
truncated form of Trx was also present in melanoma cells but at lower percent
and intensity compared to full-length Trx.
Paper III. Thioredoxin and thioredoxin reductase and TNFα expression in
melanoma cells: correlation to resistance against cytotoxic attack. Melanoma
Res, 10: 331-343 (2000)
This study was based on the following rationale: (a) the high Trx/TrxR
expression observed for melanoma cells in Paper II; (b) reports that Trx
could enhance in vitro the expression and release of cytokines, particularly
TNF, IL1 and IL6 (217) and (c) immunohistochemical data showing a variable
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expression of TNF in primary malignant melanoma, which correlated negatively
to lymphocytic infiltration (152).
First, we wanted to test whether there was any association between Trx
and cytokine expression in cultured normal and transformed melanocytic cells.
As shown by immunofluorescence, all cells presented high levels of Trx, TrxR
and the cytokines TNF, IL1α and β.
It is interesting to speculate why all melanoma cell lines studied by us were
TNF-positive. We know from previous studies (152) and our own (Paper
V), that not all primary melanomas are TNF-positive. Particularly, the TNFpositive FM28.7 melanoma cell line originated from a TNF-negative metastasis.
Normal melanocytes of the skin were reported to be TNF-protein negative
(141), but cultured melanocytes in our study were TNF-positive. Either
upregulation of TNF expression is a phenomenon associated to in vitro culture,
or the melanoma cell lines used in our study have some common characteristic
that conveys TNF-positivity. In this case, we have used cell lines selected by
their ability to provoke cytotoxic T-lymphocyte responses (235).
In the following studies we focused on TNF, because of the previous in
situ results and the possibility to detect TNF by flow cytometry, thus permitting
a more quantitative approach.
We detected the presence of both TNFR on the surface of melanoma
cells, although at much lower levels than in U937 monocytic cells. Later
studies showed the presence of intracellular receptors in the FM3 cell line,
both TNFR1 (Paper IV) and TNFR2 (unpublished results).
Cells expressing endogenous TNF are reported to be resistant to the action
of exogenous TNF (130). This effect has been studied in detail by the group
of Fiers et al. using TNF-sensitive and resistant variants of the murine
fibrosarcoma line L929 and different TNF constructs. Resistance to TNF
required TNF membrane retention and consequent downregulation of TNFR
(131-133, 236). Sensitivity to TNF has also been related to expression of
receptor subtype, cell cycle and metabolic activity (127, 134, 237, 238). As
the intracellular signaling pathways for TNF began to be elucidated, it was
obvious that the metabolic inhibitors often used in classic cytotoxic assays
prevented the synthesis of survival proteins also induced by TNF.
In our system, melanoma cell lines proved relatively resistant to the action
of exogenous TNF, when compared to the WEHI-164 cell line. There was
no significant effect on cell viability after 24 h, a reason why we prolonged the
assay to 72 h. The IC50 for TNF was obtained using a dose –response curve
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from 0.5 to 50 ng/ml (7 points) that was analyzed using a sigmoidal fit. Only
TNF concentrations higher than 5 ng/ml resulted in >50% cell death in most
cells. In some cases, at low (up to 1 ng/ml) TNF concentrations a slight increase
in viable cell number could be observed (unpublished observations). In our
study, melanoma cell lines did express endogenous TNF without downregulating
TNFRs (although both were expressed at low levels) while still being sensitive
to TNF at doses and times similar to those reported for sensitive (and TNFnegative) L929 cells (236). “TNF-sensitivity” as a concept is very flexible
depending of the experimental conditions (time, addition of metabolic inhibitors,
TNF and target cell species etc). In toto, our results contradict the paradigm
that TNF-positive cells are wholly resistant to exogenous TNF.
We observed a correlation between Trx/TrxR content and resistance to
TNF in our study. It could explain the slower death process in our melanoma
cells because of the presence of antioxidant buffering molecules to counteract
the generation of ROS produced by TNF (123). However, considering recent
results about TNF signalling and the role of Trx in apoptosis (as an activator
of caspase-3), a slow apoptotic process could take place in these cells as a
product of activation of multiple signalling pathways, both cytotoxic and survival.
Dissection of the precise mechanism of TNF-mediated cell death in melanoma
cells will require both powerful molecular modeling due to the complexity of
these pathways and at the same time a careful interpretation of the data.
Stimulation of melanoma cells with the phorbolester PMA, alone or in
combination with Ca-ionophore or Trx did not provoke release of TNF as in
the case of the U937 cell line. In other studies we have tried several other
stimulators such as UV-light, NO, IFNα and LPS, but no significative TNF
release was observed. Valyakina et al (142) reported release of TNF by the
BRO melanoma cell line after stimulation with the muramylpeptide GMDP.
This substance was tested in the FM3 cell line, where we observed a maximal
release of 25 pg/ml after 24-hr stimulation at the highest dose of GMDP
employed (50 µg/ml). In comparison, the usual amount of TNF measured by
us in the supernatants of stimulated U-937 cells is above 150 pg/ml. Therefore
we can conclude that the lack of secretion of TNF in the melanoma cells
tested by us is not restricted to stimulation by phorbol esters.
As a first step to explore the lack of release of TNF in melanoma cells we
double stained for TNF and the Golgi-marker wheat germ agglutinin (WGA).
Co-localization was present, indicating that TNF in melanoma also followed
the Golgi pathway described for macrophages (92, 93, 239).
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Paper IV. Intracellular dynamics of TNF in malignant melanoma cell lines.
(2001) Manuscript.
This paper is a logical continuation of the previous study on TNF processing.
We wanted to clarify whether the lack of release of TNF from melanoma cells
was due to insufficiency in the processing machinery and to explore the
intracellular dynamics of TNF in these cells.
First, we studied if TACE, the enzyme necessary for TNF processing was
present in melanoma cells. Immunofluorescent studies utilizing flow cytometry
and microscopy, showed that FM3 and FM55M2 cell lines presented TACE
both on the surface and intracellularly, at levels comparable to the classic
TACE-expressing monocytic THP-1 line. The striking similarity of TACE
staining to that of actin prompted us to double-stain with TACE and phalloidinTRITC. We obtained partial colocalization after deconvolution image
restoration (unpublished observations), and it would be interesting to study a
possible intracellular association of TACE to the cytoskeleton.
Next, we generated a vector coding for GFP-tagged TNF for intracellular
imaging. To check if this GFP-TNF construct could be secreted, we transfected
CHO cells, which do not produce TNF (74), and tested for the presence of
the cytokine in the supernatants by ELISA. GFP-transfected CHO cells
released TNF spontaneously and increasingly after PMA stimulation (results
not shown). To ensure that GFP-TNF would localize to the same areas as
native TNF, we double-stained the transfected FM3 cell line with mAb CY014, and could demostrate that native and transfected TNF had a similar
intracellular localization.
GFP-TNF transfected FM3 and FM55M2 cell lines were used to study
the intracellular localization of TNF. Double-stainings with the specific marker
for Golgi apparatus calnexin and the ER-marker PDI showed co-localization.
The transport of melanin in the melanosomes is a process characteristic of
melanocytes. We double-stained transfected melanoma cells with the
melanosome marker HMB-45 but could not detect any co-localization with
TNF, concluding that TNF does not follow the melanin pathway.
Stimulation of cells with PMA resulted in a concentration of intracellular
TNF to the apex of the dendrites. We also observed co-localization with
TNFRI. AS TNFRI in FM3 cells has been observed mainly intracellularly, a
ligand-receptor interaction would be spatially possible after stimulation, although
at present we do not know if it is involving any downstream signaling.
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We could detect the presence of cleaved TNF in stimulated FM3 cells by
Western blot, although at very low levels compared to the uncleaved protein.
The processing of TNF was further studied using a construct containing TNF
tagged with the epitope FLAG in its N-terminus and GFP in its C-terminus.
CHO cells were also transfected with this construct and the secretion of TNF
as well as the intracellular localization was corroborated (results not shown).
With this construct we could discriminate between uncleaved and cleaved
TNF, observing processing of TNF already after 15 minutes. While the cleaved
prosequence was preferentially bound to the membrane, cleaved TNF seems
to localize to the cytoplasm. Further studies with cocultured cells should clarify
if the cleaved TNF recirculates inside the cell or if it is transferred to neighbouring
cells.
Paper V. Endogenous TNFα predicts a better survival in thick melanoma.
(2001) Submitted.
In this paper we wanted to test in vivo the hypothesis arising from the in
vitro studies of Papers II and III: that the presence of TNF and Trx would
confer resistance to melanoma cells, thus resulting in a worse survival of the
patients. We studied a group of 44 primary melanoma patients by
immunohistochemistry for TNF and Trx. In tumors with thickness > 0,8 mm
TNF expression was significantly correlated to better disease-free survival.
Moreover, by multivariate analysis TNF proved to be an independent
prognostic factor. Trx, on the other hand, was not related to survival or the
other evaluated parameters.
This result only shows how complicated “the real life” is compared to the
experimental models. As in a previous immunohistochemical study TNF
expression in melanomas was negatively correlated to lymphocyte infiltration,
which has been considered a favourable prognostic factor, we expected TNF
to be a marker of worse prognosis. However, the presence of lymphocytic
infiltrate in a solid tumor does not mean that those cells are functionally active
(35, 36, 240-242). On the other hand, our previous results and the fact that
TNF expression did not correlate to mitotic index suggests that TNF is not an
autocrine growth factor for melanoma cells. On the contrary, it could be a
differentiation factor, as other authors have reported the preferential expression
of TNF in more benign lesions (151). Thus, loss of this differentiation factor
would result in a more aggressive behaviour.
Finally, a positive effect of TNF expression on the host’s immune response
could be another reason to the favourable prognosis. TNF is known to
CONCLUSIONS
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upregulate MHC class I antigens in melanoma cells (243-246), thus possibly
increasing the antigenic presentation of melanoma antigens.
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CONCLUSIONS
1. Cell-cell adherence constitutes a reliable and simple method for generation
of mAbs against native tumor antigens.
2. Trx and TrxR were highly expressed intracellularly in cultured melanoma
cells, but not on the surface. Truncated Trx was present at lower levels.
3. In a panel of cultured normal and transformed melanocytic cells all cells
expressed intracellular TNF at levels comparable to monocytic cells.
4. Melanoma cells also expressed TNF receptors, at low levels on the surface
and at higher levels intracellularly.
5. Stimulation with phorbol esters and other agents, particularly Trx did not
provoke significant TNF release in the panel of melanocytic cells studied.
6. This secretory block was not due to defects in the processing machinery,
as cleaved TNF was detected in melanoma cells.
7. After stimulation of the melanoma cells there was accumulation of TNF at
the apex of the dendrites, which co-localized with TNFR1.
8. TNF, Trx and TrxR expression in melanoma cells correlated to resistance
against exogenous TNF in vitro.
9. The in situ expression of TNF in melanoma tissue correlated to a
significantly better survival in patients with tumors thicker than 0,8 mm.
10. In melanomas > 0,8 mm thick TNF expression constituted an independent
prognostic factor.
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1. The intracellular processing mechanisms of TNF in melanoma cells have
been studied transfecting TNF cloned from immune cells. Isolation of TNF
as well as its purification and biochemical characterization from melanoma
cells could reveal alterations in the sequence or posttranslational variations
that could explain e.g. the lack of secretion of this cytokine.
2. Is TNF in melanocytic cells transferred to other cells by direct cell-cell
contact and if so, by which mechanism? Cocultivation of melanocytes and
keratinocytes and tracking of TNF by advanced imaging methods,
alternatively ultrastructural studies could elucidate these questions.
3. Is TACE associated to the cytoskeleton? A deeper exploration of the
association of TNF and its mediators with the cytoskeleton could explain
the spatial organization and the dynamics of the signalling pathways of this
and other cytokines.
4. What is the reason of the better prognosis associated with TNF expression
in MM patients? The study of differential immune responses against TNFpositive and negative (either “natural” or knock-out) melanoma cells could
clarify if this effect is due to a more effective immune response of the host
against the tumor.

PERSPECTIVES

Barral 2001

50

TNF and Trx in malignant melanoma

ACKNOWLEDGMENTS
The road leading to this book has been long and winding. If there
were a starting point, it would be some time during 1988, when I was
asked by some colleagues in Cuba to make an extract from a strange
black tissue. Some months afterwards I was included in a group
working with melanoma and since then I have followed its path.
This thesis exists thanks to you all who helped me along the way. It is
impossible to mention all, but I’ll make a try.
Anders Rosén and Birgitta Sander, my supervisors. It is difficult to
express how grateful I am to you both, such good scientists and
excellent persons. Anders, for trusting me and accepting me from the
beginning, for all your patience with my crazy ideas and for sharing
your knowledge. Special thanks for all kindness with my family.
Birgitta, for making my dream of combining melanoma with cytokine
studies possible, for sharing your knowledge and showing me the
“real” side of melanoma. Thanks for all enthusiasm when the results
were exciting and also your sharp comments when I deserved them. I
am also very endebted for opening the doors of your homes and
making me feel part of your families.
To the people in my lab who have helped me all this time, listened
to my long talks and put up with me in general: Anita Lönn, who took
me under her wings since ‘93, being so kind inside and outside the lab
and teaching me a lot about Sweden; Johan Akter Hossain, thank you
for your kindness and the wonderful Indian food! Joakim Nilsson, for
being helpful and a good kompis; Bita Sahaf, for being such a nice
person to work with and talk to, I miss you a lot; Inga-Lill Scherling,
for all your help in the lab, many nice conversations and showing me
how an organized person should be; Ekaterina Sidorova, for your
cheerful dignity and wisdom, always ready to give a hand at the lab;
Anita Söderberg, for sharing knowledge and all those bad and good
moments after the microscope came, and for introducing me to the
Hissneklint; Ola Söderberg, for all your kindness and help in the lab,
it was fun to have you around.
Mats Söderström, for your generosity with knowledge, ideas and
reagents, and your infinite patience with all my questions regarding
molecular biology and computers.
ACKNOWLEDGMENTS

51

Barral 2001

Gunilla Westermark, for teaching me in situ hybridization and
many tricks in other techniques, for good talks, a lot of borrowed
reagents and help with my Swedish applications.
Peter Strålfors, for stimulating conversations about science and
philosophy, and also for your kindness and help.
All people in Floor 13: Avni Abdiu, Anna Andersson, Kristina
Briheim, Maria Dahlström, Anna Erikson, Anna-Lotta Hallbeck,
Maria Hansson, Torill Hundal, Elissavet Koutzamanis, Annelie
Lindström, Margareta Lirvall, Helena Loborg, Ingemar Rundquist,
Cornelia Spetea, Cecilia Trinks, Thomas Walz and Kerstin
Willander.Thank you for all these years together!
Special thanks to the people who solve day after day those awful
administrative and practical problems: Birgitta Arnsby, Lena
Cedergren, Monica Hardmark, Lennart Kron (thanks for all Swedish
help!), Anita Larsson, Ingrid Nord, Anette Wiklund, Håkan
Wiktander.
Our students, who make lab-life more complicated but also fun and
stimulating: Björn Ahlström-Larsson, Linda Einemo, Andreas Jekell,
Anna-Karin Nenfzelius, Björn Rydberg, Avin Saleh, Markus
Sandén, and very specially, Peter Åsberg (thanks for teaching me a
lot about computers!).
I want to thank also specially the people in Floor 12, whom I have
bothered so many times because of the machines or asking for advice,
and in general to all Cell biologists.
Santiago Parpal, for being a real good friend. I miss our coffees
and conversations!
To the people in Pathology I, my second “home” when I was doing
a lot of immunohistochemistry. Thank you for accepting me and being
so kind and helpful.
Special thanks to Birgitta Frånlund who taught me how a good
staining should be done and always ready to lend reagents or give a
52

ACKNOWLEDGMENTS

TNF and Trx in malignant melanoma

good advice, and to Florence Sjögrén for being great help with the
FACS.
Mats Fredriksson for valuable help with statistics in Paper V.
Inger Rosdahl for sharing her impressive knowledge about
melanocyte biology.
From Huddinge University Hospital: Birgitta Axelsson, for great
help with confocal microscopy and her encouragement and good
spirits; Birger Christensson, for incisive comments and stimulating
discussions.
Colin Parks from Bitplane AB, for making the world of
deconvolution less “convoluted” and for being so helpful all the time.
To my people in Cuba with whom this thing started: Gladys
Expósito, María Elena Faxas, Carlos A. García, Mirtha González,
Aleida Hernández, Xiomara Pérez and Miriam Zaldívar.
To my friend and “little sister” Gizeh Pérez, for always being there,
“en las buenas y en las malas”. You are such a special person, you
deserve all the best in the world!
To my “big sister” Ildikó ten Hof and her family, for always being
so concerned about us, and all kindness during all these years.
To mention all friends who made and make life easier and funnier
would make a very long list. I want to thank specially Lena Tegnér
and Hernán Basantes, Esther Puente and the Spanish girl-team,
Anna-Lena Christiansen and family, Reynaldo and Gunilla Gamboa
in Stockholm, Leo Piñeyro in Göteborg, Szilvia Feredics in Budapest,
and the Cuban “colony” in Linköping: Virginia, Jaime, Rosaura,
Rafael, Aymé, Alejandro, Isabel and families.
Luz, Manolo, Aurora, Jorgelina and Manuel, for being my second
family.

ACKNOWLEDGMENTS

53

Barral 2001

My parents, Fernando Barral and Isabel Dubecz, for giving me the
freedom of choosing my choices and always being there for me.
My husband Marcelo, for sharing this adventure with me through
thick and thin, his support during all these years, and specially these
months for his patience with my working hours and frequent black
moods.
To our son Gabriel.

54

ACKNOWLEDGMENTS

TNF and Trx in malignant melanoma

REFERENCES
1.

1992. NIH Consensus conference. Diagnosis and treatment of early
melanoma. Jama 268:1314.

2.

Balch, C. M., Reintgen, D.S., Kirkwood, J.M., Houghton,A., Peters,
L., Kian Ang, K. 1997. Cutaneous melanoma. In Cancer: Principles
and Practice of Oncology. V. T. J. DeVita, Hellman, S., Rosenberg,
S.A., ed. Lippincott-Raven, Philadelphia, p. 1947.

3.

Eldh, J., Boeryd, B., Suurküla, M., Petterson, L-E., Holmström, H.
1985. Melanoma in Sweden: Experience at the University of Göteborg.
In Cutaneous melanoma: Clinical Management and Treatment
Results Worldwide. C. M. Balch, Milton, G.W., ed. J. B. Lippincott,
Philadelphia, p. 469.

4.

Rosdahl, I., and U. Bagge. 1981. Vital microscopy of epidermal
melanocytes. Acta Derm Venereol 61:55.

5.

Stierner, U., I. Rosdahl, A. Augustsson, and B. Kagedal. 1989. UVB
irradiation induces melanocyte increase in both exposed and shielded
human skin. J Invest Dermatol 92:561.

6.

Halaban, R. 1996. Growth factors and melanomas. Semin Oncol
23:673.

7.

Li, G., and M. Herlyn. 2000. Dynamics of intercellular communication
during melanoma development. Mol Med Today 6:163.

8.

Valyi-Nagy, I. T., G. Hirka, P. J. Jensen, I. M. Shih, I. Juhasz, and M.
Herlyn. 1993. Undifferentiated keratinocytes control growth,
morphology, and antigen expression of normal melanocytes through
cell-cell contact [see comments]. Lab Invest 69:152.

9.

Le Poole, I. C., T. Mutis, R. M. van den Wijngaard, W. Westerhof,
T. Ottenhoff, R. R. de Vries, and P. K. Das. 1993. A novel, antigenpresenting function of melanocytes and its possible relationship to
hypopigmentary disorders. J Immunol 151:7284.

10. Kimber, I., M. Cumberbatch, R. J. Dearman, M. Bhushan, and C. E.
Griffiths. 2000. Cytokines and chemokines in the initiation and
regulation of epidermal Langerhans cell mobilization. Br J Dermatol
142:401.
11. Jimbow, K., Sugiyama, S. 1998. Melanosomal translocation and
transfer. In The pigmentary system: physiology and
REFERENCES

55

Barral 2001

physiopathology. J. J. Nordlund, Boissy, R.E., Hearing, V.J., King,
R.A., Ortonne, J.P., ed.
12. Mishima, Y. 1994. Molecular and biological control of melanogenesis
through tyrosinase genes and intrinsic and extrinsic regulatory factors.
Pigment Cell Res 7:376.
13. Wu, X., B. Bowers, K. Rao, Q. Wei, and J. A. r. Hammer. 1998.
Visualization of melanosome dynamics within wild-type and dilute
melanocytes suggests a paradigm for myosin V function In vivo. J
Cell Biol 143:1899.
14. Clark, W. H., Jr., L. From, E. A. Bernardino, and M. C. Mihm.
1969. The histogenesis and biologic behavior of primary human
malignant melanomas of the skin. Cancer Res 29:705.
15. Clark, W. H., Jr. 1994. From the melanocyte to melanoma to tumor
biology. Adv Cancer Res 65:113.
16. Meier, F., K. Satyamoorthy, M. Nesbit, M. Y. Hsu, B. Schittek, C.
Garbe, and M. Herlyn. 1998. Molecular events in melanoma
development and progression. Front Biosci 3:D1005.
17. Kamb, A. H., M. 1998. Malignant melanoma. In The genetic basis
of human cancer. B. Vogelstein, Kinzler, K.K., ed. McGraw Hill,
New York, p. 507.
18. Albino, A. P., Reed, J.A. and McNutt, N.S. 1997. Malignant
melanoma. In Cancer: Principles and Practice of Oncology. V. T.
J. DeVita, Hellman, S., Rosenberg, S.A., ed. Lippincott-Raven,
Philadelphia, p. 1935.
19. Elder, D., Elenitsas, R. 1997. Benign pigmented lesions and malignant
melanoma. In Lever’s histopathology of the skin. D. Elder, Elenitsas,
R., Jaworsky, C., Johnson, B.Jr., ed. Lippincott-Raven, Philadelphia,
p. 625.
20. Breslow, A. 1970. Thickness, cross-sectional areas and depth of
invasion in the prognosis of cutaneous melanoma. Ann Surg 172:902.
21. Balch, C. M., A. C. Buzaid, S. J. Soong, M. B. Atkins, N. Cascinelli,
D. G. Coit, I. D. Fleming, J. E. Gershenwald, A. Houghton, Jr., J. M.
Kirkwood, K. M. McMasters, M. F. Mihm, D. L. Morton, D. S.
Reintgen, M. I. Ross, A. Sober, J. A. Thompson, and J. F. Thompson.
2001. Final version of the American Joint Committee on Cancer staging
system for cutaneous melanoma. J Clin Oncol 19:3635.
56

REFERENCES

TNF and Trx in malignant melanoma

22. King, R., P. B. Googe, and M. C. Mihm, Jr. 2000. Thin melanomas.
Clin Lab Med 20:713.
23. Buzaid, A. C., M. I. Ross, C. M. Balch, S. Soong, W. H. McCarthy,
L. Tinoco, P. Mansfield, J. E. Lee, A. Bedikian, O. Eton, C. Plager,
N. Papadopoulos, S. S. Legha, and R. S. Benjamin. 1997. Critical
analysis of the current American Joint Committee on Cancer staging
system for cutaneous melanoma and proposal of a new staging system.
J Clin Oncol 15:1039.
24. Balch, C. M., J. A. Wilkerson, T. M. Murad, S. J. Soong, A. L.
Ingalls, and W. A. Maddox. 1980. The prognostic significance of
ulceration of cutaneous melanoma. Cancer 45:3012.
25. Finley, J. W., J. F. Gibbs, L. M. Rodriguez, R. Letourneau, D. Driscoll,
and W. Kraybill. 2000. Pathologic and clinical features influencing
outcome of thin cutaneous melanoma: correlation with newly proposed
staging system. Am Surg 66:527.
26. Drzewiecki, K. T., and P. K. Andersen. 1982. Survival with malignant
melanoma: a regression analysis of prognostic factors. Cancer
49:2414.
27. Clemente, C. G., M. C. Mihm, R. Bufalino, S. Zurrida, P. Collini, and
N. Cascinelli. 1996. Prognostic value of tumor infiltrating lymphocytes
in the vertical growth phase of primary cutaneous melanoma. Cancer
77:1303.
28. Elder, D. 1999. Tumor progression, early diagnosis and prognosis of
melanoma. Acta Oncol 38:535.
29. Bodey, B., B. Bodey, Jr., S. E. Siegel, and H. E. Kaiser. 2000.
Controversies on the prognostic significance of tumor infiltrating
leukocytes in solid human tumors. Anticancer Res 20:1759.
30. Abbas, A. K. L., A.H.; Pober, J.S. 2000. Cellular and molecular
immunology. W.B. Saunders Company, Philadelphia.
31. Rosenberg, S. A. 2001. Progress in human tumour immunology and
immunotherapy. Nature 411:380.
32. Houghton, A. N., J. S. Gold, and N. E. Blachere. 2001. Immunity
against cancer: lessons learned from melanoma. Curr Opin Immunol
13:134.
33. Mukherji, B., and N. G. Chakraborty. 1995. Immunobiology and
immunotherapy of melanoma. Curr Opin Oncol 7:175.
REFERENCES

57

Barral 2001

34. Das, P. K., R. M. van den Wijngaard, A. Wankowicz-Kalinska, and
I. C. Le Poole. 2001. A symbiotic concept of autoimmunity and tumour
immunity: lessons from vitiligo. Trends Immunol 22:130.
35. Pawelec, G., J. Zeuthen, and R. Kiessling. 1997. Escape from hostantitumor immunity. Crit Rev Oncog 8:111.
36. Pawelec, G., S. Heinzel, R. Kiessling, L. Muller, Q. Ouyang, and J.
Zeuthen. 2000. Escape mechanisms in tumor immunity: a year 2000
update. Crit Rev Oncog 11:97.
37. Kurnick, J. T., T. Ramirez-Montagut, L. A. Boyle, D. M. Andrews,
F. Pandolfi, P. J. Durda, D. Butera, I. S. Dunn, E. M. Benson, S. J. P.
Gobin, and P. J. van den Elsen. 2001. A Novel Autocrine Pathway of
Tumor Escape from Immune Recognition: Melanoma Cell Lines
Produce a Soluble Protein That Diminishes Expression of the Gene
Encoding the Melanocyte Lineage Melan-A/MART-1 Antigen
Through Down-Modulation of Its Promoter. J Immunol 167:1204.
38. Kiessling, R., K. Wasserman, S. Horiguchi, K. Kono, J. Sjoberg, P.
Pisa, and M. Petersson. 1999. Tumor-induced immune dysfunction
[see comments]. Cancer Immunol Immunother 48:353.
39. Nestle, F. O., G. Burg, and R. Dummer. 1999. New perspectives on
immunobiology and immunotherapy of melanoma. Immunol Today
20:5.
40. Ferrone, S., and F. M. Marincola. 1995. Loss of HLA class I
antigens by melanoma cells: molecular mechanisms, functional
significance and clinical relevance. Immunol Today 16:487.
41. Cormier, J. N., M. C. Panelli, J. A. Hackett, M. P. Bettinotti, A.
Mixon, J. Wunderlich, L. L. Parker, N. P. Restifo, S. Ferrone, and
F. M. Marincola. 1999. Natural variation of the expression of HLA
and endogenous antigen modulates CTL recognition in an in vitro
melanoma model. Int J Cancer 80:781.
42. Kageshita, T., S. Hirai, T. Ono, D. J. Hicklin, and S. Ferrone.
1999. Down-regulation of HLA class I antigen-processing
molecules in malignant melanoma: association with disease
progression. Am J Pathol 154:745.
43. Kamarashev, J., S. Ferrone, B. Seifert, R. Boni, F. O. Nestle, G.
Burg, and R. Dummer. 2001. TAP1 down-regulation in primary

58

REFERENCES

TNF and Trx in malignant melanoma

melanoma lesions: an independent marker of poor prognosis. Int J
Cancer 95:23.
44. Ibelgaufts, H. 1999.Cytokines Online Pathfinder Encyclopaedia,
http://www.copewithcytokines.de/.
45. Locksley, R. M., N. Killeen, and M. J. Lenardo. 2001. The TNF
and TNF receptor superfamilies: integrating mammalian biology.
Cell 104:487.
46. Carswell, E. A., L. J. Old, R. L. Kassel, S. Green, N. Fiore, and
B. Williamson. 1975. An endotoxin-induced serum factor that
causes necrosis of tumors. Proc Natl Acad Sci U S A 72:3666.
47. Beutler, B., J. Mahoney, N. Le Trang, P. Pekala, and A. Cerami.
1985. Purification of cachectin, a lipoprotein lipase-suppressing
hormone secreted by endotoxin-induced RAW 264.7 cells. J Exp
Med 161:984.
48. Ashkenazi, A., and V. M. Dixit. 1998. Death receptors: signaling
and modulation. Science 281:1305.
49. Idriss, H. T., and J. H. Naismith. 2000. TNF alpha and the TNF
receptor superfamily: structure-function relationship(s). Microsc Res
Tech 50:184.
50. Wallach, D., E. E. Varfolomeev, N. L. Malinin, Y. V. Goltsev, A. V.
Kovalenko, and M. P. Boldin. 1999. Tumor necrosis factor
receptor and Fas signaling mechanisms. Annu Rev Immunol
17:331.
51. Baud, V., and M. Karin. 2001. Signal transduction by tumor
necrosis factor and its relatives. Trends Cell Biol 11:372.
52. Fesik, S. W. 2000. Insights into programmed cell death through
structural biology. Cell 103:273.
53. Blobel, C. P. 1997. Metalloprotease-disintegrins: links to cell adhesion
and cleavage of TNF alpha and Notch. Cell 90:589.
54. Merlos-Suarez, A., J. Fernandez-Larrea, P. Reddy, J. Baselga, and
J. Arribas. 1998. Pro-tumor necrosis factor-alpha processing activity
is tightly controlled by a component that does not affect notch
processing. J Biol Chem 273:24955.
55. Brou, C., F. Logeat, N. Gupta, C. Bessia, O. LeBail, J. R. Doedens,
A. Cumano, P. Roux, R. A. Black, and A. Israel. 2000. A novel
REFERENCES

59

Barral 2001

proteolytic cleavage involved in Notch signaling: the role of the
disintegrin-metalloprotease TACE. Mol Cell 5:207.
56. Domonkos, A., A. Udvardy, L. Laszlo, T. Nagy, and E. Duda. 2001.
Receptor-like properties of the 26 kDa transmembrane form of TNF.
Eur Cytokine Netw 12:411.
57. Kimbrell, D. A., and B. Beutler. 2001. The evolution and genetics of
innate immunity. Nat Rev Genet 2:256.
58. Balkwill, F., and A. Mantovani. 2001. Inflammation and cancer: back
to Virchow? Lancet 357:539.
59. Levins, R. Lewontin., R. 1985. The dialectical biologist. Harvard
University Press, Cambridge, London.
60. Balkwill, F., B. Foxwell, and F. Brennan. 2000. TNF is here to stay!
Immunol Today 21:470.
61. Hajeer, A. H., and I. V. Hutchinson. 2000. TNF-alpha gene
polymorphism: clinical and biological implications. Microsc Res Tech
50:216.
62. Ruuls, S. R., and J. D. Sedgwick. 1999. Unlinking tumor necrosis
factor biology from the major histocompatibility complex: lessons from
human genetics and animal models. Am J Hum Genet 65:294.
63. Rink, L., and H. Kirchner. 1996. Recent progress in the tumor necrosis
factor-alpha field. Int Arch Allergy Immunol 111:199.
64. Ivanov, V. N., and Z. Ronai. 1999. Down-regulation of tumor necrosis
factor alpha expression by activating transcription factor 2 increases
UVC-induced apoptosis of late-stage melanoma cells. J Biol Chem
274:14079.
65. Ronai, Z., Y. M. Yang, S. Y. Fuchs, V. Adler, M. Sardana, and M.
Herlyn. 1998. ATF2 confers radiation resistance to human
melanoma cells. Oncogene 16:523.
66. Furuke, K., P. R. Burd, J. A. Horvath-Arcidiacono, K. Hori, H.
Mostowski, and E. T. Bloom. 1999. Human NK cells express
endothelial nitric oxide synthase, and nitric oxide protects them from
activation-induced cell death by regulating expression of TNF-alpha.
J Immunol 163:1473.
67. Brinkman, B. M., J. B. Telliez, A. R. Schievella, L. L. Lin, and A. E.
Goldfeld. 1999. Engagement of tumor necrosis factor (TNF) receptor
60

REFERENCES

TNF and Trx in malignant melanoma

1 leads to ATF-2- and p38 mitogen-activated protein kinasedependent TNF-alpha gene expression. J Biol Chem 274:30882.
68. Anderson, P. 2000. Post-transcriptional regulation of tumour necrosis
factor alpha production. Ann Rheum Dis 59 Suppl 1:i3.
69. Marmenout, A., L. Fransen, J. Tavernier, J. Van der Heyden, R. Tizard,
E. Kawashima, A. Shaw, M. J. Johnson, D. Semon, R. Muller, and et
al. 1985. Molecular cloning and expression of human tumor necrosis
factor and comparison with mouse tumor necrosis factor. Eur J
Biochem 152:515.
70. Pennica, D., G. E. Nedwin, J. S. Hayflick, P. H. Seeburg, R. Derynck,
M. A. Palladino, W. J. Kohr, B. B. Aggarwal, and D. V. Goeddel.
1984. Human tumour necrosis factor: precursor structure, expression
and homology to lymphotoxin. Nature 312:724.
71. Shirai, T., H. Yamaguchi, H. Ito, C. W. Todd, and R. B. Wallace.
1985. Cloning and expression in Escherichia coli of the gene for human
tumour necrosis factor. Nature 313:803.
72. Stevenson, F. T., S. L. Bursten, R. M. Locksley, and D. H. Lovett.
1992. Myristyl acylation of the tumor necrosis factor alpha precursor
on specific lysine residues. J Exp Med 176:1053.
73. Utsumi, T., T. Takeshige, K. Tanaka, K. Takami, Y. Kira, J.
Klostergaard, and R. Ishisaka. 2001. Transmembrane TNF (proTNF) is palmitoylated. FEBS Lett 500:1.
74. Muller, R., A. Marmenout, and W. Fiers. 1986. Synthesis and
maturation of recombinant human tumor necrosis factor in eukaryotic
systems. FEBS Lett 197:99.
75. Tang, P., M. C. Hung, and J. Klostergaard. 1996. Human pro-tumor
necrosis factor is a homotrimer. Biochemistry 35:8216.
76. Eck, M. J., and S. R. Sprang. 1989. The structure of tumor necrosis
factor-alpha at 2.6 A resolution. Implications for receptor binding. J
Biol Chem 264:17595.
77. Moss, M. L., S. L. Jin, M. E. Milla, D. M. Bickett, W. Burkhart, H.
L. Carter, W. J. Chen, W. C. Clay, J. R. Didsbury, D. Hassler, C. R.
Hoffman, T. A. Kost, M. H. Lambert, M. A. Leesnitzer, P. McCauley,
G. McGeehan, J. Mitchell, M. Moyer, G. Pahel, W. Rocque, L. K.
Overton, F. Schoenen, T. Seaton, J. L. Su, J. D. Becherer, and et al.
1997. Cloning of a disintegrin metalloproteinase that processes
REFERENCES

61

Barral 2001

precursor tumour-necrosis factor-alpha [published erratum appears
in Nature 1997 Apr 17;386(6626):738]. Nature 385:733.
78. Black, R. A., C. T. Rauch, C. J. Kozlosky, J. J. Peschon, J. L. Slack,
M. F. Wolfson, B. J. Castner, K. L. Stocking, P. Reddy, S. Srinivasan,
N. Nelson, N. Boiani, K. A. Schooley, M. Gerhart, R. Davis, J. N.
Fitzner, R. S. Johnson, R. J. Paxton, C. J. March, and D. P. Cerretti.
1997. A metalloproteinase disintegrin that releases tumour-necrosis
factor- alpha from cells. Nature 385:729.
79. Robache-Gallea, S., J. M. Bruneau, H. Robbe, V. Morand, C.
Capdevila, N. Bhatnagar, S. Chouaib, and S. Roman-Roman. 1997.
Partial purification and characterization of a tumor necrosis factoralpha converting activity. Eur J Immunol 27:1275.
80. Killar, L., J. White, R. Black, and J. Peschon. 1999. Adamalysins. A
family of metzincins including TNF-alpha converting enzyme (TACE).
Ann N Y Acad Sci 878:442.
81. Hansen, H. P., T. Kisseleva, J. Kobarg, O. Horn-Lohrens, B.
Havsteen, and H. Lemke. 1995. A zinc metalloproteinase is responsible
for the release of CD30 on human tumor cell lines. Int J Cancer
63:750.
82. Hansen, H. P., S. Dietrich, T. Kisseleva, T. Mokros, R. Mentlein, H.
H. Lange, G. Murphy, and H. Lemke. 2000. CD30 shedding from
Karpas 299 lymphoma cells is mediated by TNF-alpha- converting
enzyme. J Immunol 165:6703.
83. Peschon, J. J., J. L. Slack, P. Reddy, K. L. Stocking, S. W. Sunnarborg,
D. C. Lee, W. E. Russell, B. J. Castner, R. S. Johnson, J. N. Fitzner,
R. W. Boyce, N. Nelson, C. J. Kozlosky, M. F. Wolfson, C. T. Rauch,
D. P. Cerretti, R. J. Paxton, C. J. March, and R. A. Black. 1998. An
essential role for ectodomain shedding in mammalian development.
Science 282:1281.
84. Itai, T., M. Tanaka, and S. Nagata. 2001. Processing of tumor necrosis
factor by the membrane-bound TNF-alpha- converting enzyme, but
not its truncated soluble form. Eur J Biochem 268:2074.
85. Reddy, P., J. L. Slack, R. Davis, D. P. Cerretti, C. J. Kozlosky, R. A.
Blanton, D. Shows, J. J. Peschon, and R. A. Black. 2000. Functional
analysis of the domain structure of tumor necrosis factor- alpha
converting enzyme. J Biol Chem 275:14608.

62

REFERENCES

TNF and Trx in malignant melanoma

86. Althoff, K., P. Reddy, N. Voltz, S. Rose-John, and J. Mullberg. 2000.
Shedding of interleukin-6 receptor and tumor necrosis factor alpha.
Contribution of the stalk sequence to the cleavage pattern of
transmembrane proteins. Eur J Biochem 267:2624.
87. Althoff, K., J. Mullberg, D. Aasland, N. Voltz, K. Kallen, J. Grotzinger,
and S. Rose-John. 2001. Recognition sequences and structural
elements contribute to shedding susceptibility of membrane proteins.
Biochem J 353:663.
88. Mullberg, J., K. Althoff, T. Jostock, and S. Rose-John. 2000. The
importance of shedding of membrane proteins for cytokine biology.
Eur Cytokine Netw 11:27.
89. Doedens, J. R., and R. A. Black. 2000. Stimulation-induced downregulation of tumor necrosis factor-alpha converting enzyme. J Biol
Chem 275:14598.
90. Schlondorff, J., J. D. Becherer, and C. P. Blobel. 2000. Intracellular
maturation and localization of the tumour necrosis factor alpha
convertase (TACE). Biochem J 347:131.
91. Tang, P., M. C. Hung, and J. Klostergaard. 1996. Length of the linking
domain of human pro-tumor necrosis factor determines the cleavage
processing. Biochemistry 35:8226.
92. Shurety, W., A. Merino-Trigo, D. Brown, D. A. Hume, and J. L.
Stow. 2000. Localization and post-Golgi trafficking of tumor necrosis
factor-alpha in macrophages. J Interferon Cytokine Res 20:427.
93. Shurety, W., J. K. Pagan, J. B. Prins, and J. L. Stow. 2001. Endocytosis
of uncleaved tumor necrosis factor-alpha in macrophages. Lab Invest
81:107.
94. Solomon, K. A., M. B. Covington, C. P. DeCicco, and R. C. Newton.
1997. The fate of pro-TNF-alpha following inhibition of
metalloprotease- dependent processing to soluble TNF-alpha in human
monocytes. J Immunol 159:4524.
95. Zhang, Z., P. Oliver, J. J. Lancaster, P. O. Schwarzenberger, M. S.
Joshi, J. Cork, and J. K. Kolls. 2001. Reactive oxygen species
mediate tumor necrosis factor alpha-converting, enzyme-dependent
ectodomain shedding induced by phorbol myristate acetate. Faseb J
15:303.

REFERENCES

63

Barral 2001

96. Zhang, Z., J. K. Kolls, P. Oliver, D. Good, P. O. Schwarzenberger,
M. S. Joshi, J. L. Ponthier, and J. R. Lancaster, Jr. 2000. Activation
of tumor necrosis factor-alpha-converting enzyme-mediated
ectodomain shedding by nitric oxide. J Biol Chem 275:15839.
97. Solomon, K. A., N. Pesti, G. Wu, and R. C. Newton. 1999. Cutting
edge: a dominant negative form of TNF-alpha converting enzyme
inhibits proTNF and TNFRII secretion. J Immunol 163:4105.
98. Cseh, K., and B. Beutler. 1989. Alternative cleavage of the cachectin/
tumor necrosis factor propeptide results in a larger, inactive form of
secreted protein. J Biol Chem 264:16256.
99. Robache-Gallea, S., V. Morand, J. M. Bruneau, B. Schoot, E. Tagat,
E. Realo, S. Chouaib, and S. Roman-Roman. 1995. In vitro
processing of human tumor necrosis factor-alpha. J Biol Chem
270:23688.
100. Strasser, A., L. O’Connor, and V. M. Dixit. 2000. Apoptosis signaling.
Annu Rev Biochem 69:217.
101. Chan, F. K. 2000. The pre-ligand binding assembly domain: a potential
target of inhibition of tumour necrosis factor receptor function. Ann
Rheum Dis 59 Suppl 1:i50.
102. Chan, F. K., H. J. Chun, L. Zheng, R. M. Siegel, K. L. Bui, and M.
J. Lenardo. 2000. A domain in TNF receptors that mediates ligandindependent receptor assembly and signaling. Science 288:2351.
103. Sheikh, M. S., M. J. Antinore, Y. Huang, and A. J. Fornace, Jr.
1998. Ultraviolet-irradiation-induced apoptosis is mediated via ligand
independent activation of tumor necrosis factor receptor 1. Oncogene
17:2555.
104. Rosette, C., and M. Karin. 1996. Ultraviolet light and osmotic stress:
activation of the JNK cascade through multiple growth factor and
cytokine receptors. Science 274:1194.
105. Zhang, L., and B. B. Aggarwal. 1994. Role of sulfhydryl groups in
induction of cell surface down-modulation and shedding of extracellular
domain of human TNF receptors in human histiocytic lymphoma U937
cells. J Immunol 153:3745.
106.Bradley, J. R., S. Thiru, and J. S. Pober. 1995. Disparate localization
of 55-kd and 75-kd tumor necrosis factor receptors in human
endothelial cells. Am J Pathol 146:27.
64

REFERENCES

TNF and Trx in malignant melanoma

107.Jones, S. J., E. C. Ledgerwood, J. B. Prins, J. Galbraith, D. R. Johnson,
J. S. Pober, and J. R. Bradley. 1999. TNF recruits TRADD to the
plasma membrane but not the trans-Golgi network, the principal
subcellular location of TNF-R1. J Immunol 162:1042.
108.Gaeta, M. L., D. R. Johnson, M. S. Kluger, and J. S. Pober. 2000.
The death domain of tumor necrosis factor receptor 1 is necessary
but not sufficient for Golgi retention of the receptor and mediates
receptor desensitization. Lab Invest 80:1185.
109.Jin, Y., S. J. Atkinson, J. A. Marrs, and P. J. Gallagher. 2001. Myosin
ii light chain phosphorylation regulates membrane localization and
apoptotic signaling of tumor necrosis factor receptor-1. J Biol Chem
276:30342.
110.Ledgerwood, E. C., J. B. Prins, N. A. Bright, D. R. Johnson, K.
Wolfreys, J. S. Pober, S. O’Rahilly, and J. R. Bradley. 1998. Tumor
necrosis factor is delivered to mitochondria where a tumor necrosis
factor-binding protein is localized. Lab Invest 78:1583.
111. Ledgerwood, E. C., J. B. Prins, N. A. Bright, D. R. Johnson, K.
Wolfreys, J. S. Pober, S. O’Rahilly, and J. R. Bradley. 1998. Tumour
necrosis factor is trafficked to a mitochondrial tumour necrosis factor
binding protein. Biochem Soc Trans 26:S316.
112.Williams, M. A., A. C. Newland, and S. M. Kelsey. 2000. Cytokine
modulated cell-membrane bound tumour necrosis factor expression
is associated with enhanced monocyte-mediated killing of human
leukaemic targets. Leuk Res 24:317.
113.Pocsik, E., E. Duda, and D. Wallach. 1995. Phosphorylation of the
26 kDa TNF precursor in monocytic cells and in transfected HeLa
cells. J Inflamm 45:152.
114.Watts, A. D., N. H. Hunt, Y. Wanigasekara, G. Bloomfield, D.
Wallach, B. D. Roufogalis, and G. Chaudhri. 1999. A casein kinase I
motif present in the cytoplasmic domain of members of the tumour
necrosis factor ligand family is implicated in ‘reverse signalling’. Embo
J 18:2119.
115.Harashima, S.-i., T. Horiuchi, N. Hatta, C. Morita, M. Higuchi, T.
Sawabe, H. Tsukamoto, T. Tahira, K. Hayashi, S. Fujita, and Y. Niho.
2001. Outside-to-Inside Signal Through the Membrane TNF{{alpha}} Induces E-Selectin (CD62E) Expression on Activated
Human CD4+ T Cells. J Immunol 166:130.
REFERENCES

65

Barral 2001

116.Mueller, C., N. Corazza, S. Trachsel-Loseth, H. P. Eugster, M.
Buhler-Jungo, T. Brunner, and M. A. Imboden. 1999. Noncleavable
transmembrane mouse tumor necrosis factor-alpha (TNFalpha)
mediates effects distinct from those of wild-type TNFalpha in vitro
and in vivo. J Biol Chem 274:38112.
117.Grell, M., E. Douni, H. Wajant, M. Lohden, M. Clauss, B. Maxeiner,
S. Georgopoulos, W. Lesslauer, G. Kollias, K. Pfizenmaier, and et al.
1995. The transmembrane form of tumor necrosis factor is the prime
activating ligand of the 80 kDa tumor necrosis factor receptor. Cell
83:793.
118.Grell, M., H. Wajant, G. Zimmermann, and P. Scheurich. 1998. The
type 1 receptor (CD120a) is the high-affinity receptor for soluble
tumor necrosis factor. Proc Natl Acad Sci U S A 95:570.
119.Haas, E., M. Grell, H. Wajant, and P. Scheurich. 1999. Continuous
autotropic signaling by membrane-expressed tumor necrosis factor. J
Biol Chem 274:18107.
120.Ashkenazi, A., and V. M. Dixit. 1999. Apoptosis control by death
and decoy receptors. Curr Opin Cell Biol 11:255.
121.Rath, P. C., and B. B. Aggarwal. 1999. TNF-induced signaling in
apoptosis. J Clin Immunol 19:350.
122.Denecker, G., D. Vercammen, W. Declercq, and P. Vandenabeele.
2001. Apoptotic and necrotic cell death induced by death domain
receptors. Cell Mol Life Sci 58:356.
123.Goossens, V., K. De Vos, D. Vercammen, M. Steemans, K.
Vancompernolle, W. Fiers, P. Vandenabeele, and J. Grooten. 1999.
Redox regulation of TNF signaling. Biofactors 10:145.
124.Simeonova, P. P., S. Leonard, L. Flood, X. Shi, and M. I. Luster.
1999. Redox-dependent regulation of interleukin-8 by tumor necrosis
factor- alpha in lung epithelial cells. Lab Invest 79:1027.
125.Ledgerwood, E. C., J. S. Pober, and J. R. Bradley. 1999. Recent
advances in the molecular basis of TNF signal transduction. Lab Invest
79:1041.
126.Wajant, H., F. Henkler, and P. Scheurich. 2001. The TNF-receptorassociated factor family: scaffold molecules for cytokine receptors,
kinases and their regulators. Cell Signal 13:389.

66

REFERENCES

TNF and Trx in malignant melanoma

127.Baxter, G. T., R. C. Kuo, O. J. Jupp, P. Vandenabeele, and D. J.
MacEwan. 1999. Tumor necrosis factor-alpha mediates both
apoptotic cell death and cell proliferation in a human hematopoietic
cell line dependent on mitotic activity and receptor subtype expression.
J Biol Chem 274:9539.
128.Pocsik, E., R. Mihalik, M. Penzes, H. Loetscher, H. Gallati, and B.
B. Aggarwal. 1995. Effect of cell cycle on the regulation of the cell
surface and secreted forms of type I and type II human tumor necrosis
factor receptors. J Cell Biochem 59:303.
129.Grell, M., G. Zimmermann, E. Gottfried, C. M. Chen, U. Grunwald,
D. C. Huang, Y. H. Wu Lee, H. Durkop, H. Engelmann, P. Scheurich,
H. Wajant, and A. Strasser. 1999. Induction of cell death by tumour
necrosis factor (TNF) receptor 2, CD40 and CD30: a role for TNFR1 activation by endogenous membrane- anchored TNF. Embo J
18:3034.
130.Himeno, T., N. Watanabe, N. Yamauchi, M. Maeda, Y. Tsuji, T.
Okamoto, H. Neda, and Y. Niitsu. 1990. Expression of endogenous
tumor necrosis factor as a protective protein against the cytotoxicity
of exogenous tumor necrosis factor. Cancer Res 50:4941.
131.Vanhaesebroeck B, D. E., Van Ostade X, Van Bladel S, Lenaerts A,
Van Roy F, Fiers W. 1992. Expression of an exogenous tumor necrosis
factor (TNF) gene in TNF-sensitive cell lines confers resistance to
TNF-mediated cell lysis. J Immunol 148:2785.
132.Decoster, E., V. Vandevoorde, R. Beyaert, G. Haegeman, and W.
Fiers. 1997. Resistance to tumor necrosis factor (TNF) cytotoxicity
by autocrine TNF production is independent of intracellular signaling
pathways. FEBS Lett 416:183.
133.Decoster, E., B. Vanhaesebroeck, E. Boone, S. Plaisance, K. De
Vos, G. Haegeman, J. Grooten, and W. Fiers. 1998. Induction of
unresponsiveness to tumor necrosis factor (TNF) after autocrine TNF
expression requires TNF membrane retention. J Biol Chem 273:3271.
134.Wu, Y. L., X. R. Jiang, P. D. Allen, L. Jia, D. M. Dronfield, A. C.
Newland, and S. M. Kelsey. 1996. Modulation of surface TNF
expression by human leukaemic cells alters their sensitivity to exogenous
TNF. Leuk Res 20:47.

REFERENCES

67

Barral 2001

135.Colombo, M. P. M., C.; Mattei, S.; Melani, C.; Radrizzani, M.;
Parmiani, G. 1992. Expression of cytokine genes, including IL-6, in
human malignant melanoma cell lines. Melanoma Res 2:181.
136.Kruger-Krasagakes, S., K. Krasagakis, C. Garbe, and T.
Diamantstein. 1995. Production of cytokines by human melanoma
cells and melanocytes. Recent Results Cancer Res 139:155.
137. Mattei, S., M. P. Colombo, C. Melani, A. Silvani, G. Parmiani, and
M. Herlyn. 1994. Expression of cytokine growth factors and their
receptors in human melanoma and melanocytes. Int J Cancer 56:853.
138.Bennicelli, J. L., and D. t. Guerry. 1993. Production of multiple
cytokines by cultured human melanomas. Exp Dermatol 2:186.
139.Castelli, C., M. Sensi, R. Lupetti, R. Mortarini, P. Panceri, A. Anichini,
and G. Parmiani. 1994. Expression of interleukin 1 alpha, interleukin
6, and tumor necrosis factor alpha genes in human melanoma clones
is associated with that of mutated N-RAS oncogene. Cancer Res
54:4785.
140.Lugassy, C., and J. P. Escande. 1991. Immunolocation of TNF-alpha/
cachectin in human melanoma cells: studies on co-cultivated malignant
melanoma. J Invest Dermatol 96:238.
141.Kolde, G., K. Schulze-Osthoff, H. Meyer, and J. Knop. 1992.
Immunohistological and immunoelectron microscopic identification of
TNF alpha in normal human and murine epidermis. Arch Dermatol
Res 284:154.
142.Valyakina, T. I., R. L. Komaleva, E. E. Petrova, A. A. Malakhov, O.
G. Shamborant, T. M. Andronova, and V. A. Nesmeyanov. 1998.
Endogenous tumour necrosis factor-alpha sensitise melanoma cells to
glucosaminylmuramyl dipeptide. FEBS Lett 426:373.
143.Swope, V. B., Z. Abdel-Malek, L. M. Kassem, and J. J. Nordlund.
1991. Interleukins 1 alpha and 6 and tumor necrosis factor-alpha are
paracrine inhibitors of human melanocyte proliferation and
melanogenesis. J Invest Dermatol 96:180.
144.Englaro, W., P. Bahadoran, C. Bertolotto, R. Busca, B. Derijard, A.
Livolsi, J. F. Peyron, J. P. Ortonne, and R. Ballotti. 1999. Tumor
necrosis factor alpha-mediated inhibition of melanogenesis is dependent
on nuclear factor kappa B activation. Oncogene 18:1553.

68

REFERENCES

TNF and Trx in malignant melanoma

145.Martinez-Esparza, M., C. Jimenez-Cervantes, F. Solano, J. A. Lozano,
and J. C. Garcia-Borron. 1998. Mechanisms of melanogenesis
inhibition by tumor necrosis factor-alpha in B16/F10 mouse melanoma
cells. Eur J Biochem 255:139.
146.Ciotti, P., M. L. Rainero, G. Nicolo, B. Spina, C. Garre, F. Casabona,
P. L. Santi, and G. Bianchi-Scarra. 1995. Cytokine expression in
human primary and metastatic melanoma cells: analysis in fresh bioptic
specimens. Melanoma Res 5:41.
147.Lattime, E. C., M. J. Mastrangelo, O. Bagasra, W. Li, and D. Berd.
1995. Expression of cytokine mRNA in human melanoma tissues.
Cancer Immunol Immunother 41:151.
148.Singh, R. K., M. Gutman, and R. Radinsky. 1995. Heterogeneity of
cytokine and growth factor gene expression in human melanoma cells
with different metastatic potentials. J Interferon Cytokine Res 15:81.
149.Bergenwald, C., G. Westermark, and B. Sander. 1997. Variable
expression of tumor necrosis factor alpha in human malignant melanoma
localized by in situ hybridization for mRNA. Cancer Immunol
Immunother 44:335.
150.Ahmed, A. A., K. Nordlind, M. Hedblad, B. Lagerholm, M.
Schultzberg, and S. Liden. 1995. Interleukin (IL)-1 alpha- and -1
beta-, IL-6-, and tumor necrosis factor-alpha-like immunoreactivities
in human common and dysplastic nevocellular nevi and malignant
melanoma. Am J Dermatopathol 17:222.
151.Moretti, S., C. Pinzi, A. Spallanzani, E. Berti, A. Chiarugi, S. Mazzoli,
M. Fabiani, C. Vallecchi, and M. Herlyn. 1999. Immunohistochemical
evidence of cytokine networks during progression of human
melanocytic lesions. Int J Cancer 84:160.
152.Sander, B., and B. Boeryd. 1996. Tumor necrosis factor-alpha
expression in human primary malignant malanoma and it relationship
to tumor infiltration by CD3+ cells. Int J Cancer 66:42.
153.Singh, R. K., M. L. Varney, C. D. Bucana, and S. L. Johansson.
1999. Expression of interleukin-8 in primary and metastatic malignant
melanoma of the skin. Melanoma Res 9:383.
154.Tyler, D. S., G. M. Francis, M. Frederick, A. H. Tran, N. G. Ordonez,
J. L. Smith, O. Eton, M. Ross, and E. A. Grimm. 1995. Interleukin-

REFERENCES

69

Barral 2001

1 production in tumor cells of human melanoma surgical specimens. J
Interferon Cytokine Res 15:331.
155.Carrel, S., F. Hartmann, S. Salvi, H. Albrecht, M. Schreyer, and D.
Rimoldi. 1995. Expression of type A and B tumor necrosis factor
(TNF) receptors on melanoma cells can be regulated by dbc-AMP
and IFN gamma. Int J Cancer 62:76.
156.Krasagakis, K., C. Garbe, and C. E. Orfanos. 1993. Cytokines in
human melanoma cells: synthesis, autocrine stimulation and regulatory
functions—an overview. Melanoma Res 3:425.
157.Lazar-Molnar, E., H. Hegyesi, S. Toth, and A. Falus. 2000.
Autocrine and paracrine regulation by cytokines and growth factors
in melanoma. Cytokine 12:547.
158.Tartour, E., and W. H. Fridman. 1998. Cytokines and cancer. Int
Rev Immunol 16:683.
159.Lu, C., M. F. Vickers, and R. S. Kerbel. 1992. Interleukin 6: a
fibroblast-derived growth inhibitor of human melanoma cells from early
but not advanced stages of tumor progression. Proc Natl Acad Sci
U S A 89:9215.
160.Lu, C., and R. S. Kerbel. 1993. Interleukin-6 undergoes transition
from paracrine growth inhibitor to autocrine stimulator during human
melanoma progression. J Cell Biol 120:1281.
161.Lu, C., C. Sheehan, J. W. Rak, C. A. Chambers, N. Hozumi, and R.
S. Kerbel. 1996. Endogenous interleukin 6 can function as an in vivo
growth- stimulatory factor for advanced-stage human melanoma cells.
Clin Cancer Res 2:1417.
162.Mouawad, R., A. Benhammouda, O. Rixe, E. C. Antoine, C. Borel,
M. Weil, D. Khayat, and C. Soubrane. 1996. Endogenous interleukin
6 levels in patients with metastatic malignant melanoma: correlation
with tumor burden. Clin Cancer Res 2:1405.
163.Moretti, S., A. Chiarugi, F. Semplici, A. Salvi, V. De Giorgi, P. Fabbri,
and S. Mazzoli. 2001. Serum imbalance of cytokines in melanoma
patients. Melanoma Res 11:395.
164.Kunz, M., A. Hartmann, E. Flory, A. Toksoy, D. Koczan, H. J.
Thiesen, N. Mukaida, M. Neumann, U. R. Rapp, E. B. Brocker, and
R. Gillitzer. 1999. Anoxia-induced up-regulation of interleukin-8 in

70

REFERENCES

TNF and Trx in malignant melanoma

human malignant melanoma. A potential mechanism for high tumor
aggressiveness. Am J Pathol 155:753.
165.Bar-Eli, M. 1999. Role of interleukin-8 in tumor growth and metastasis
of human melanoma. Pathobiology 67:12.
166.Singh, R. K., M. Gutman, R. Radinsky, C. D. Bucana, and I. J. Fidler.
1994. Expression of interleukin 8 correlates with the metastatic potential
of human melanoma cells in nude mice. Cancer Res 54:3242.
167.Scheibenbogen, C., T. Mohler, J. Haefele, W. Hunstein, and U.
Keilholz. 1995. Serum interleukin-8 (IL-8) is elevated in patients with
metastatic melanoma and correlates with tumour load. Melanoma
Res 5:179.
168.Gutman, M., R. K. Singh, K. Xie, C. D. Bucana, and I. J. Fidler.
1995. Regulation of interleukin-8 expression in human melanoma cells
by the organ environment. Cancer Res 55:2470.
169.Mohler, T., C. Scheibenbogen, J. Hafele, M. Willhauck, and U.
Keilholz. 1996. Regulation of interleukin-8 mRNA expression and
protein secretion in a melanoma cell line by tumour necrosis factoralpha and interferon-gamma. Melanoma Res 6:307.
170.Singh, R. K., M. Gutman, R. Reich, and M. Bar-Eli. 1995. Ultraviolet
B irradiation promotes tumorigenic and metastatic properties in primary
cutaneous melanoma via induction of interleukin 8. Cancer Res
55:3669.
171.Singh, R. K., and M. L. Varney. 1998. Regulation of interleukin 8
expression in human malignant melanoma cells. Cancer Res 58:1532.
172.Hensley, C., S. Spitzler, B. E. McAlpine, M. Lynn, J. C. Ansel, A. R.
Solomon, and C. A. Armstrong. 1998. In vivo human melanoma
cytokine production: inverse correlation of GM- CSF production with
tumor depth. Exp Dermatol 7:335.
173.Azzarone, B., C. Pottin-Clemenceau, P. Krief, E. Rubinstein, C.
Jasmin, M. Scudeletti, and F. Indiveri. 1996. Are interleukin-2 and
interleukin-15 tumor promoting factors for human non-hematopoietic
cells? Eur Cytokine Netw 7:27.
174.Meazza, R., A. Gaggero, F. Neglia, S. Basso, S. Sforzini, R. Pereno,
B. Azzarone, and S. Ferrini. 1997. Expression of two interleukin-15
mRNA isoforms in human tumors does not correlate with secretion:
role of different signal peptides. Eur J Immunol 27:1049.
REFERENCES

71

Barral 2001

175.Barzegar, C., R. Meazza, R. Pereno, C. Pottin-Clemenceau, M.
Scudeletti, D. Brouty-Boye, C. Doucet, Y. Taoufik, J. Ritz, C. Musselli,
Z. Mishal, C. Jasmin, F. Indiveri, S. Ferrini, and B. Azzarone. 1998.
IL-15 is produced by a subset of human melanomas, and is involved
in the regulation of markers of melanoma progression through
juxtacrine loops. Oncogene 16:2503.
176.Pereno, R., A. Gaggero, M. Scudeletti, L. Lanza, R. Meazza, Z.
Mishal, C. Jasmin, F. Indiveri, S. Ferrini, and B. Azzarone. 1999. IL15/IL-15R alpha intracellular trafficking in human cells and protection
from apoptosis. Ann N Y Acad Sci 876:236.
177.Tran, T. A., B. V. Kallakury, R. A. Ambros, and J. S. Ross. 1998.
Prognostic significance of tumor necrosis factors and their receptors
in nonsmall cell lung carcinoma. Cancer 83:276.
178.Boldrini, L., A. Calcinai, E. Samaritani, F. Pistolesi, A. Mussi, M.
Lucchi, C. A. Angeletti, F. Basolo, and G. Fontanini. 2000. Tumour
necrosis factor-alpha and transforming growth factor-beta are
significantly associated with better prognosis in non-small cell lung
carcinoma: putative relation with BCL-2-mediated neovascularization.
Br J Cancer 83:480.
179.Lowes MA, B. G., Crotty K, Barnetson RS, Halliday GM. 1997. T
helper 1 cytokine mRNA is increased in spontaneously regressing
primary melanomas. Invest Dermatol 108:914.
180.Wagner, S. N., T. Schultewolter, C. Wagner, L. Briedigkeit, J. C.
Becker, H. M. Kwasnicka, and M. Goos. 1998. Immune response
against human primary malignant melanoma: a distinct cytokine mRNA
profile associated with spontaneous regression. Lab Invest 78:541.
181.Mocellin, S., G. A. Ohnmacht, E. Wang, and F. M. Marincola. 2001.
Kinetics of cytokine expression in melanoma metastases classifies
immune responsiveness. Int J Cancer 93:236.
182.Ono, M., H. Torisu, J. Fukushi, A. Nishie, and M. Kuwano. 1999.
Biological implications of macrophage infiltration in human tumor
angiogenesis. Cancer Chemother Pharmacol 43:S69.
183.Torisu, H., M. Ono, H. Kiryu, M. Furue, Y. Ohmoto, J. Nakayama,
Y. Nishioka, S. Sone, and M. Kuwano. 2000. Macrophage infiltration
correlates with tumor stage and angiogenesis in human malignant
melanoma: Possible involvement of TNFalpha and IL-1alpha. Int J
Cancer 85:182.
72

REFERENCES

TNF and Trx in malignant melanoma

184.Kono, K., F. Salazar-Onfray, M. Petersson, J. Hansson, G. Masucci,
K. Wasserman, T. Nakazawa, P. Anderson, and R. Kiessling. 1996.
Hydrogen peroxide secreted by tumor-derived macrophages downmodulates signal-transducing zeta molecules and inhibits tumor-specific
T cell-and natural killer cell-mediated cytotoxicity. Eur J Immunol
26:1308.
185.Bonnotte, B., N. Larmonier, N. Favre, A. Fromentin, M. Moutet, M.
Martin, S. Gurbuxani, E. Solary, B. Chauffert, and F. Martin. 2001.
Identification of Tumor-Infiltrating Macrophages as the Killers of Tumor
Cells After Immunization in a Rat Model System. J Immunol
167:5077.
186.Gough, M. J., A. A. Melcher, A. Ahmed, M. R. Crittenden, D. S.
Riddle, E. Linardakis, A. N. Ruchatz, L. M. Emiliusen, and R. G.
Vile. 2001. Macrophages orchestrate the immune response to tumor
cell death. Cancer Res 61:7240.
187.ten Hagen, T. L., A. M. Eggermont, and F. J. Lejeune. 2001. TNF is
here to stay—revisited. Trends Immunol 22:127.
188.Lejeune, F. J., C. Ruegg, and D. Lienard. 1998. Clinical applications
of TNF-alpha in cancer. Curr Opin Immunol 10:573.
189.Lejeune, F. J., N. Pujol, D. Lienard, F. Mosimann, W. Raffoul, A.
Genton, L. Guillou, M. Landry, P. G. Chassot, R. Chiolero, A. BischofDelaloye, S. Leyvraz, R. O. Mirimanoff, D. Bejkos, and P. F. Leyvraz.
2000. Limb salvage by neoadjuvant isolated perfusion with TNFalpha
and melphalan for non-resectable soft tissue sarcoma of the extremities.
Eur J Surg Oncol 26:669.
190.Ching, L. M., D. Goldsmith, W. R. Joseph, H. Korner, J. D. Sedgwick,
and B. C. Baguley. 1999. Induction of intratumoral tumor necrosis
factor (TNF) synthesis and hemorrhagic necrosis by 5,6dimethylxanthenone-4-acetic acid (DMXAA) in TNF knockout mice.
Cancer Res 59:3304.
191.Jovasevic, V. M., and M. B. Mokyr. 2001. Melphalan-Induced
Expression of IFN-{beta} in MOPC-315 Tumor-Bearing Mice and
Its Importance for the Up-Regulation of TNF-{alpha} Expression. J
Immunol 167:4895.
192.Moore, R. J., D. M. Owens, G. Stamp, C. Arnott, F. Burke, N.
East, H. Holdsworth, L. Turner, B. Rollins, M. Pasparakis, G. Kollias,
REFERENCES

73

Barral 2001

and F. Balkwill. 1999. Mice deficient in tumor necrosis factor-alpha
are resistant to skin carcinogenesis [published erratum appears in Nat
Med 1999 Sep;5(9):1087]. Nat Med 5:828.
193.Davis, W., Jr., Z. Ronai, and K. D. Tew. 2001. Cellular thiols and
reactive oxygen species in drug-induced apoptosis. J Pharmacol
Exp Ther 296:1.
194.Nakamura, H., K. Nakamura, and J. Yodoi. 1997. Redox regulation
of cellular activation. Annu Rev Immunol 15:351.
195.Meyskens, F. L., Jr., H. V. Chau, N. Tohidian, and J. Buckmeier.
1997. Luminol-enhanced chemiluminescent response of human
melanocytes and melanoma cells to hydrogen peroxide stress. Pigment
Cell Res 10:184.
196.Morel, Y., and R. Barouki. 1999. Repression of gene expression by
oxidative stress. Biochem J 342 Pt 3:481.
197.Denecker, G., D. Vercammen, M. Steemans, T. Vanden Berghe, G.
Brouckaert, G. Van Loo, B. Zhivotovsky, W. Fiers, J. Grooten, W.
Declercq, and P. Vandenabeele. 2001. Death receptor-induced
apoptotic and necrotic cell death: differential role of caspases and
mitochondria. Cell Death Differ 8:829.
198.Finkel, T. 2000. Redox-dependent signal transduction. FEBS Lett
476:52.
199.Rhee, S. G., Bae, Y.S., Lee, S.R., Kwon, J. 2000. Hydrogen
peroxide: a key messenger that modulates protein phosphorylation
through cysteine oxidation, Science’s STKE. www.stke.org/cgi/
content/full/OC_sigtrans;2000/53/pe1.
200.Cotgreave, I. A., and R. G. Gerdes. 1998. Recent trends in glutathione
biochemistry—glutathione-protein interactions: a molecular link
between oxidative stress and cell proliferation? Biochem Biophys Res
Commun 242:1.
201.Holmgren, A. 1985. Thioredoxin. Annu Rev Biochem 54:237.
202.Holmgren, A., and M. Bjornstedt. 1995. Thioredoxin and thioredoxin
reductase. Methods Enzymol 252:199.
203.Powis, G., D. L. Kirkpatrick, M. Angulo, and A. Baker. 1998.
Thioredoxin redox control of cell growth and death and the effects of
inhibitors. Chem Biol Interact 111-112:23.

74

REFERENCES

TNF and Trx in malignant melanoma

204.Powis, G., D. Mustacich, and A. Coon. 2000. The role of the redox
protein thioredoxin in cell growth and cancer. Free Radic Biol Med
29:312.
205.Sahaf, B. 2000. Thioredoxin system in normal and transformed human
cells. Academical Thesis, No.642. University of Linköping, Linköping,
206.Yamada, M., A. Tomida, H. Yoshikawa, Y. Taketani, and T. Tsuruo.
1996. Increased expression of thioredoxin/adult T-cell leukemiaderived factor in cisplatin-resistant human cancer cell lines. Clin
Cancer Res 2:427.
207.Wang, J., M. Kobayashi, K. Sakurada, M. Imamura, T. Moriuchi,
and M. Hosokawa. 1997. Possible roles of an adult T-cell leukemia
(ATL)-derived factor/thioredoxin in the drug resistance of ATL to
adriamycin. Blood 89:2480.
208.Matsuda, M., H. Masutani, H. Nakamura, S. Miyajima, A. Yamauchi,
S. Yonehara, A. Uchida, K. Irimajiri, A. Horiuchi, and J. Yodoi. 1991.
Protective activity of adult T cell leukemia-derived factor (ADF) against
tumor necrosis factor-dependent cytotoxicity on U937 cells. J
Immunol 147:3837.
209.Saitoh, M., H. Nishitoh, M. Fujii, K. Takeda, K. Tobiume, Y. Sawada,
M. Kawabata, K. Miyazono, and H. Ichijo. 1998. Mammalian
thioredoxin is a direct inhibitor of apoptosis signal-regulating kinase
(ASK) 1. Embo J 17:2596.
210.Nilsson, J., O. Söderberg, K. Nilsson, and A. Rosén. 2000.
Thioredoxin prolongs survival of B-type chronic lymphocytic leukemia
cells. Blood 95:1420.
211.Baker, A., C. M. Payne, M. M. Briehl, and G. Powis. 1997.
Thioredoxin, a gene found overexpressed in human cancer, inhibits
apoptosis in vitro and in vivo. Cancer Res 57:5162.
212.Liu, H., H. Nishitoh, H. Ichijo, and J. M. Kyriakis. 2000. Activation
of apoptosis signal-regulating kinase 1 (ASK1) by tumor necrosis
factor receptor-associated factor 2 requires prior dissociation of the
ASK1 inhibitor thioredoxin. Mol Cell Biol 20:2198.
213.Ma, X., S. Karra, D. J. Lindner, J. Hu, S. P. Reddy, A. Kimchi, J.
Yodoi, and D. D. Kalvakolanu. 2001. Thioredoxin participates in a
cell death pathway induced by interferon and retinoid combination.
Oncogene 20:3703.
REFERENCES

75

Barral 2001

214.Deiss, L. P., and A. Kimchi. 1991. A genetic tool used to identify
thioredoxin as a mediator of a growth inhibitory signal. Science
252:117.
215.Lindner, D. J., E. R. Hofmann, S. Karra, and D. V. Kalvakolanu.
2000. The interferon-beta and tamoxifen combination induces
apoptosis using thioredoxin reductase. Biochim Biophys Acta
1496:196.
216.Ueda, S., H. Nakamura, H. Masutani, T. Sasada, S. Yonehara, A.
Takabayashi, Y. Yamaoka, and J. Yodoi. 1998. Redox regulation of
caspase-3(-like) protease activity: regulatory roles of thioredoxin and
cytochrome c. J Immunol 161:6689.
217.Schenk, H., M. Vogt, W. Droge, and K. Schulze-Osthoff. 1996.
Thioredoxin as a potent costimulus of cytokine expression. J Immunol
156:765.
218.Yoshida, S., T. Katoh, T. Tetsuka, K. Uno, N. Matsui, and T.
Okamoto. 1999. Involvement of thioredoxin in rheumatoid arthritis:
its costimulatory roles in the TNF-alpha-induced production of IL-6
and IL-8 from cultured synovial fibroblasts. J Immunol 163:351.
219.Schallreuter, K. U., M. Janner, H. Mensing, E. W. Breitbart, J. Berger,
and J. M. Wood. 1991. Thioredoxin reductase activity at the surface
of human primary cutaneous melanomas and their surrounding skin.
Int J Cancer 48:15.
220.Soderberg, A., B. Sahaf, and A. Rosen. 2000. Thioredoxin reductase,
a redox-active selenoprotein, is secreted by normal and neoplastic
cells: presence in human plasma. Cancer Res 60:2281.
221.Funasaka, Y., and M. Ichihashi. 1997. The effect of ultraviolet B
induced adult T cell leukemia-derived factor/thioredoxin (ADF/TRX)
on survival and growth of human melanocytes. Pigment Cell Res
10:68.
222.Ueno, M., Y. Matsutani, H. Nakamura, H. Masutani, M. Yagi, H.
Yamashiro, H. Kato, T. Inamoto, A. Yamauchi, R. Takahashi, Y.
Yamaoka, and J. Yodoi. 2000. Possible association of thioredoxin
and p53 in breast cancer. Immunol Lett 75:15.
223.Noda, N., A. Ochiai, K. Miyazaki, T. Sugimura, M. Terada, and H.
Wakasugi. 2000. Detection of thioredoxin in gastric cancer: association
with histological type. Antioxid Redox Signal 2:519.
76

REFERENCES

TNF and Trx in malignant melanoma

224.Sander, B., J. Andersson, and U. Andersson. 1991. Assessment of
cytokines by immunofluorescence and the paraformaldehyde-saponin
procedure. Immunol Rev 119:65.
225.Czerkinsky, C. C., A. Tarkowski, L. A. Nilsson, O. Ouchterlony, H.
Nygren, and C. Gretzer. 1984. Reverse enzyme-linked immunospot
assay (RELISPOT) for the detection of cells secreting immunoreactive
substances. J Immunol Methods 72:489.
226.Sahaf, B., Söderberg, A., Eckerfeldt, C.; Pauli, S.; Rosén, A. 2001.
Methods in Enzymology in press.
227.Lodish, H. B., A.; Zipursky, S.L.; Matsudaira, P.; Baltimore, D.;
Darnell, J. 1999. Molecular Cell Biology. W.H.Freeman and
Company.
228.Koester, S. K., and W. E. Bolton. 2000. Intracellular markers. J
Immunol Methods 243:99.
229.Gratama, J. W., L. D’Hautcourt J, F. Mandy, G. Rothe, D. Barnett,
G. Janossy, S. Papa, G. Schmitz, and R. Lenkei. 1998. Flow
cytometric quantitation of immunofluorescence intensity: problems and
perspectives. European Working Group on Clinical Cell Analysis.
Cytometry 33:166.
230.van der Voort, H. T. M. 1998. Theory and practice of 3D image
restoration, http://www.svi.nl/Talks/User98/theorAndPractice.html.
231.Malkusch, W., H. Bauch, and L. Schafer. 2001. Digital light
microscopy: prerequisite for optimum contrast enhancement and
increase of resolution. Exp Gerontol 36:1199.
232.Vyberg,
M.
2000.
Anvendt
immunhistokemi.
Hospitalslaborantskolen in Kobenhavn, Kobenhavn.
233.Elliott, W. M., and N. Auersperg. 1993. Comparison of the neutral
red and methylene blue assays to study cell growth in culture. Biotech
Histochem 68:29.
234.Ciapetti, G., D. Granchi, E. Verri, L. Savarino, D. Cavedagna, and
A. Pizzoferrato. 1996. Application of a combination of neutral red
and amido black staining for rapid, reliable cytotoxicity testing of
biomaterials. Biomaterials 17:1259.
235.Kirkin, A. F., T. R. Petersen, A. C. Olsen, L. Li, P. thor Straten, and
J. Zeuthen. 1995. Generation of human-melanoma-specific T
REFERENCES

77

Barral 2001

lymphocyte clones defining novel cytolytic targets with panels of newly
established melanoma cell lines. Cancer Immunol Immunother
41:71.
236.Vanhaesebroeck, B., S. Van Bladel, A. Lenaerts, P. Suffys, R. Beyaert,
R. Lucas, F. Van Roy, and W. Fiers. 1991. Two discrete types of
tumor necrosis factor-resistant cells derived from the same cell line.
Cancer Res 51:2469.
237.Vandenabeele, P., V. Goossens, R. Beyaert, W. Declercq, J. Grooten,
B. Vanhaesebroeck, M. Van de Craen, D. Vercammen, B. Depuydt,
G. Denecker, and et al. 1994. Functional requirement of the two TNF
receptors for induction of apoptosis in PC60 cells and the role of
mitochondria in TNF-induced cytotoxicity. Circ Shock 44:196.
238.Vandenabeele, P., W. Declercq, B. Vanhaesebroeck, J. Grooten, and
W. Fiers. 1995. Both TNF receptors are required for TNF-mediated
induction of apoptosis in PC60 cells. J Immunol 154:2904.
239.Baumgartner, R. A., V. A. Deramo, and M. A. Beaven. 1996.
Constitutive and inducible mechanisms for synthesis and release of
cytokines in immune cell lines. J Immunol 157:4087.
240.Finke, J., S. Ferrone, A. Frey, A. Mufson, and A. Ochoa. 1999.
Where have all the T cells gone? Mechanisms of immune evasion by
tumors. Immunol Today 20:158.
241.Radoja, S., and A. B. Frey. 2000. Cancer-induced defective cytotoxic
T lymphocyte effector function: another mechanism how antigenic
tumors escape immune-mediated killing. Mol Med 6:465.
242.Radoja, S., M. Saio, D. Schaer, M. Koneru, S. Vukmanovic, and A.
B. Frey. 2001. CD8+ Tumor-Infiltrating T Cells Are Deficient in
Perforin-Mediated Cytolytic Activity Due to Defective MicrotubuleOrganizing Center Mobilization and Lytic Granule Exocytosis. J
Immunol 167:5042.
243.Krasagakis, K., C. Garbe, C. C. Zouboulis, and C. E. Orfanos. 1995.
Growth control of melanoma cells and melanocytes by cytokines.
Recent Results Cancer Res 139:169.
244.Zouboulis, C. C., K. Schroder, C. Garbe, K. Krasagakis, S. Kruger,
and C. E. Orfanos. 1990. Cytostatic and cytotoxic effects of
recombinant tumor necrosis factor- alpha on sensitive human melanoma
cells in vitro may result in selection of cells with enhanced markers of
malignancy. J Invest Dermatol 95:223S.
78

REFERENCES

TNF and Trx in malignant melanoma

245.Andalib, A. R., J. Lawry, S. A. Ali, A. K. Murray, K. Sisley, P.
Silcocks, M. Herlyn, and R. C. Rees. 1997. Cytokine modulation of
antigen expression in human melanoma cell lines derived from primary
and metastatic tumour tissues. Melanoma Res 7:32.
246.Hallermalm, K., K. Seki, C. Wei, C. Castelli, L. Rivoltini, R. Kiessling,
and J. Levitskaya. 2001. Tumor necrosis factor-alpha induces
coordinated changes in major histocompatibility class I presentation
pathway, resulting in increased stability of class I complexes at the cell
surface. Blood 98:1108.

REFERENCES

79

