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An Evaluation of Forensic DNA Databases Using Different Conceptions 

Of Identity 

 

[G]enetics will be a resource to be exploited as the handmaiden of the coercive 

and controlling tendencies of the criminal justice system. Insofar as the genetic 

revolution tells us something about ourselves, it will be reflected in criminal 

law.
1
 

 

1) Introduction 

  

 Consider these two scenarios: 1) A person is raped. As part of the forensic 

investigation, evidence from the crime scene is taken and its DNA analysed. As the 

rapist has not been identified, the DNA analysis of the evidence is compared to a 

genetic database, and a person’s profile in the database suggests that this person could 

be related to the rapist. This possible relative is interviewed by detectives and through 

the interview; a close relative of the interviewee is identified as the possible rapist. 

Upon further investigation, this relative is positively identified, and charged with the 

rape. 2) Upon crossing the border into a country, a legal resident is suspected of being 

an illegal immigrant. As part of the investigation process, information used in 

identification is taken, including photographs, fingerprints and tissue samples 

containing DNA. The investigation process shows that this person is in fact a legal 

citizen, and is released without charge, but their information, including the tissue 

samples and DNA profile, are retained and added to a nationwide forensic DNA 

database. 

These two scenarios have been chosen to provide examples of the power of 

forensic DNA databases and, although fictitious, are closely based on events that are 

currently happening in a number of countries around the world: In the U.K., a number 

of cases have received media attention whereby a culprit has been identified through 

familial searching of the National DNA Database (NDNAD). In the U.S., recent 

                                                 
1
 Wells, C., “I Blame the Parents: Fitting New Genes in Old Criminal Laws”, Modern Law Review, 

1998, 61 (5), p. 724. 
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changes
2
 to the violence against women act, HR3402, now mean that those who are 

suspected of federal offences, including possible illegal immigrants can have their 

DNA sampled and added to the Combined DNA Index System (CODIS), the U.S. 

national DNA database. As forensic and genetic technologies develop, it is expected 

that genetic evidence, DNA profiling and forensic DNA databases will become much 

more common, and may even direct the ways in which criminal investigations take 

place.
3
 As these technical and legal developments occur, however, concerns have also 

come to light, about the ethics of forensic DNA databases.  

To give an ethical appraisal of these concerns, I frame my discussion with 

identity; its development in individuals, its construction for and by groups, and its 

ascription. I plan to make an ethical evaluation can be made of forensic DNA 

databases by using identity. My hope is that by this framing of the discussion, I can 

analyse forensic DNA databases in such a way that is different to other existing 

debates, as to see if there is an ethically optimal way of using them, such that any 

harms are minimised while realising the potential benefits. With this focus, however, 

other ethical concerns may seem to be overlooked or avoided. As such, I list these 

concerns and briefly address them in relation to this paper; 

Privacy, Consent and Confidentiality: Privacy, consent and confidentially are 

certainly important to forensic DNA databases, and in particular the sampling of non-

convicted individuals. These discussions are present in the debates around forensic 

DNA databases.
4
 While of interest and important, this paper is concerned with 

identity, and as such I do not discuss these topics. They are relevant, and can be seen 

to run parallel to this discussion, and it is hoped that this discussion will add to the 

existing debates, rather than repeating them. 

Convicted Criminals: In the U.K. and the U.S. individuals convicted of serious 

crimes may be sampled, and have their samples and profiles added to the respective 

databases. The main focus of this paper is to investigate the use of forensic DNA 

profiles primarily in relation to innocent people; my discussion does not cover issues 

around the compulsory sampling of individuals convicted of crimes. Although 

                                                 
2
 As this change is quite recent, occurring in February 2007, there is not yet much academic discussion 

of this issue. As a result, information relating specifically to the expansion of HR3402 has been taken 

from newspaper articles and press releases.  
3
 Mennel, J. & Shaw, I., “The Future of Forensic and Crime Scene Science Part I. A UK forensic 

science user and provider perspective,” Forensic Science International, 2006, 157S, pp. S10-S11. 
4
 Kaye, D., “Who Needs Special Needs? On the Constitutionality of Collecting DNA and Other 

Biometric Data From Arrestees”, Journal of Law, Medicine and Ethics, 2006, 4 (2), pp. 188 – 198. 
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important, the ethical issues around convicted individuals and sampling are, I believe, 

relevantly different from the current discussion of innocent individuals to justify the 

focus here on the sampling of non convicted individuals. 

Human Dignity: Human dignity is an important topic, and is often discussed in 

relation to genetic technologies, generally.
5
 It is highly interesting topic and certainly 

pertinent to the issues raised by forensic DNA databases. However, as it is such a 

large and philosophically dense topic,
6
 to give it fair coverage would far exceed the 

limitations of this paper and as such, I do not cover it here. While not making direct 

reference to them, aspects of this paper can be related to discussions of human 

dignity, and as such, this paper can be seen as complementing human dignity.  

Genetic Relatedness and Family: Genetic information can uncover highly 

personal information about genetic relatedness, which can have effects on individuals 

and families. Forensic DNA databases contain the potential to uncover information 

about paternity which can result in ramifications for families. While genetic 

relatedness and family are highly relevant to individual identity development, I feel 

that as this topic has been covered in other literature,
7
 to repeat these points would be 

repetitive.   

Though these points above are all important and relevant issues, this 

discussion of forensic DNA databased will be framed by different aspects of identity, 

its formation, construction and ascription. By focussing my discussion in this way, I 

seek to add to the existing literature and hope to link the multiple views together in 

such a way as to deepen the understanding of forensic DNA database’s functions and 

outcomes. 

I have chosen a focus on both the U.K. and the U.S. uses of forensic DNA 

databases for a number of reasons. “[T]he UK experience provides the basis of a 

broader conceptual analysis that will have a wider relevance to Europe and America 

where issues around families and forensics are equally pressing.”
8
 The expansion of 

HR3402 in the U.S. displays the ways in which these new forensic DNA technologies 

                                                 
5
 Beyleveld, D., & Brownsword, R., “Human Dignity, Human Rights and Human Genetics”, Modern 

Law Review, 1998, 61 (5), p. 661. 
6
 Bayertz, K., “Human Dignity: Philosophical Origin and Scientific Erosion of and Idea”, in Bayertz, 

K., ed. Sanctity of Life and Human Dignity, 1996, Dordecht, Kluwer Academic Publishers, p. 81. 
7
 Haimes, E., “Familial Searching in Forensic Investigations: Insights From Family and Kinship 

Studies”, Journal of Law, Medicine and Ethics, 2006 4 (2), pp. 263 - 276. 
8
 Haimes, E., op. cit. p. 264. 
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can be used pre-emptively; the sampling and retention of individual DNA profiles 

despite the innocence of individuals subjected to sampling.  

 Following on these examples, the statement arises: ‘If you have nothing to 

hide, you have nothing to fear.’ In response to this however, one could say ‘If I have 

something to fear, then I may have reason to hide.’ Firstly, this statement looks 

towards a fear based justification for limiting the use of forensic DNA databases. This 

fear could be in response to immediately feared harms, or may take the form of a 

slippery-slope argument. Secondly, this statement shows a deontological concern, in 

that it alludes to personal rights of autonomy and privacy; that the individuals should 

be the one who decides whether their personal information is added to a database, and 

should they choose not to have their information added, it is within their rights to 

prevent this from happening. As stated, the goal of this paper is to develop some 

broad policy related recommendations. I hope to achieve “a balance between two 

alternative goods: the effective use of DNA for the identification of offenders on one 

side; the protection of individual rights to privacy on the other.”
9
 In addition to rights 

based arguments, consequentialist arguments might be used to justify or limit the use 

of the databases. 

 With these concerns in mind, my paper begins with a technical section, 

outlining the science that lies behind forensic DNA databases, and included in this 

area, is a discussion of the genetic component of the databases. From here, I introduce 

the concept of narrative identity, and how the formation of an individual’s identity is 

greatly effected by the individual’s social environment. Using race as an example, I 

then outline the idea of a constructed identity, and how forensic DNA databases 

construct an identity, and then ascribe this identity. From here I outline that harms 

limiting the right to an open future, discrimination and possible function creep that 

can result from the ascription of this constructed identity, while also making mention 

of the benefits of the database. I then go on to make a number of recommendations as 

to how forensic DNA databases should be used, such that the benefits do not 

outweigh the harms. Finally, I conclude that identity is one way of evaluating the 

ethical issues of forensic DNA databases.  

                                                 
9
 Williams R. & Johnson, P., “Wonderment and Dread: Representations of DNA in Ethical Disputes 

About Forensic DNA Databases”, New Genetics and Society, 2004, 23 (2), p. 208. 



 6 

 Why is this discussion important? Firstly, forensic DNA databases are 

developing in their use and scope in many countries,
10
  not just the U.K. and the U.S. 

There is a high possibility that the way these databases develop will have some effect 

on the lives of people living in these countries, and as such, the ethical issues that are 

around them need to be highlighted and assessed. Secondly, this paper explores issues 

relevant not simply to forensic DNA databases, but on the ways in which information 

can interact with identity, and effect the quality of people’s lives in general. In 

addition to the specific technologies and laws being discussed here, are deeper 

discussions about identity, science and technology, criminal justice and society.  

[s]cience and knowledge do not come handed to us in packages hermetically 

sealed from social and cultural influences…[added to this are] the implications 

for understanding human behaviour, [bringing] into sharper focus the 

contradictions and complexities of criminal law as a social institution.
11
 

                                                 
10
 Martin, P., Schmitter, H., & Schneider, P., “A Brief History of the Formation of DNA Databases in 

Forensic Science in Europe”, Forensic Science International, 2001, 119, pp. 225-231. 
11
 Wells, C., op. cit. p. 728. 
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2) Technical Section 

 

DNA 

 

All life is composed of instructions forged by DNA. Whether it is plants or 

animals, every living cell on earth contains DNA, and every living thing gets its 

directions from DNA. Deoxyribonucleic acid, DNA is a long double stranded 

molecule that is naturally found in long strands, often separated into chromosomes. 

The DNA strands are composed of four ‘bases’, adenine, thymine, guanine and 

cytosine. The order or ‘code’ that these bases are found in the strand determines how 

proteins are arranged in living cells, and how the cells and ultimately the organism 

develops.  

For each human, we have a DNA code that is unique to us and us alone 

(monozygotic twins, chimeras and genetic mosaics being exceptions to this rule.) 

Humans have a total of 23 pairs of chromosomes, one of each pair coming from either 

parent.
12
 The sex of a person is determined mostly by one set of chromosomes, known 

as the X and Y chromosomes. XX will result in a female, and XY will result in a 

male. Each individual gets one set of chromosomes from their father and the other 

from their mother, thus ensuring that the child’s DNA is unique. The more closely 

person A is related to person B, the more chance of having common DNA codes. 

DNA can provide information about family, ‘relatedness’, an individual’s physical 

appearance and even ancestral lineage, which has been linked with race. It must be 

pointed out that these technologies and application are contested and controversial, as 

will be discussed below. The DNA code of an individual is unique to them: DNA can 

be used to identify an individual. As DNA is found in almost every human cell,
13
 

almost any human cell such as skin, hair, blood, semen etc., can be gathered and used 

to help in identification of an individual.  

 

STRs 

 

                                                 
12
 For the purpose of simplicity, I am ignoring chromosomal abnormalities here, though they are of 

course important in human development.  
13
 Red blood cells are enucleated, in that they do not have a cell nucleus, and therefore, no DNA. 

Blood, however, contains a number of different cells, in addition to red blood cells, which do contain 

nuclei and DNA. 
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Short Tandem Repeats, or STRs, are short sections of DNA that can be used in 

identification of individuals, and are used in relation to forensic databases. An STR is 

a section of DNA that contains short repeated sections of DNA, hence they are known 

as short tandem repeats. Though STRs are common within the human genome, certain 

STRs are found within the human genome that are highly conserved. This means that 

STRs will be found in all humans at the known positions in the DNA code, with high 

polymorphic variation, allowing for accurate identification of individuals.
14
 The STRs 

are well characterised, in that the variation that occurs is well known and measurable. 

At known genetic loci, discrete positions in a strand of DNA,
15
 there will always be 

STRs. At these STR loci, however, there will be a number of genetic variations in the 

code, which can be identified and then this information can be used to identify an 

individual.  

For example, in the U.K., the NDNAD uses eleven STR loci or markers
16
  and 

in the U.S., the F.B.I. (Federal Bureau of Investigations) uses thirteen STR loci or 

markers as the basis for its forensic DNA database, CODIS.
17
 So, within the human 

genome, amongst others, there exist STR loci which can be used to correlate a human 

with their own unique individual genome, thus being able to identify them. These 

STR loci are polymorphic,
18
 which means that the genetic code for people, at the STR 

loci can be different. Thus, STR loci 1A may have variations z, y, x, w, v. As we have 

two complementary copies of DNA, we will have two copies of each STR, one from 

our father and one from our mother. For example, an individual could have 1Az and 

1Av, for the STR loci 1A. If 1Az occurs in the population at 10%, and 1Av occurs in 

the population at 5%, then there will be a probability of an individual being 1Az1Av 

of 0.5%. By testing the STR variation at each genetic loci, an STR profile is generated 

that is specific to the individual. Though a possibility exists for another individual 

                                                 
14
 Chakraborty, R., Stivers, D., Su, B., Zhong, Y. & Budowle, B. “The utility of short tandem repeat 

loci beyond human identification: Implications for development of new DNA typing systems,” 

Electrophoresis, 1999, 20, p. 1683. 
15
 Ossorio, P., & Duster, T., “Race and Genetics: Controversies in Biomedical, Behavioral, and 

Forensic Sciences”, American Psychologist, 2005, 60 (1), p. 117. 
16
 Parliamentary Office of Science and Technology, “The National DNA Database”, 2006, 258, at 

http://www.forensic.gov.uk/forensic_t/inside/news/docs/postpn258.pdf, accessed 19/05/07. 
17
 Butler, J., Buel, E., Crivellente, F. & McCord, B., “Forensic DNA typing by capillary electrophoresis 

using the ABI Prism 310 and 3100 genetic analyzers for STR analysis,” Electrophoresis, 2004, 25, p. 

1397. 
18
 Chakraborty, R., et al, op. cit. p. 1683. 
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having the same STR profile, the statistical probability for this is between 1 in 1 

trillion and 1 in 1.8 trillion.
19
  

With developments in genetic technologies and computational analysis, the 

process of STR identification has become more rapid and reliable.
20
 There are 

numerous STR loci which can be used throughout the human genome. As mentioned, 

the NDNAD uses eleven STR loci and CODIS uses thirteen STR loci, though these 

are not the only loci that can be used. Reiko Iida and Koichiro Kishi describe six STR 

loci that are found on the Y chromosome. The Y chromosome is found only in males 

and as such, STRs on the Y chromosome are of importance as they can provide 

valuable information relating to male individuals: “analyses of human Y-linked 

polymorphic markers have been proposed as highly helpful tools for tracing human 

migration and evolution through male lineage as well as for forensic studies.”
21
 Y 

chromosome STRs become especially useful in male-female mixed samples, as a Y 

chromosome STR is restricted to that of a male. “[I]n male–female body-fluid 

mixtures where conventional methods fail to resolve autosomal profiles, Y-STR 

typing can give specific information about the male component”
22
 of the DNA 

sample. It is important to note that the STRs used in forensic identification are not the 

only STRs that can be used in research on human genetics. Many other STRs exist, 

and are used in many different ways, but I will keep this discussion orientated to the 

STRs relevant to forensic databases.  

We each have a genome, a DNA code that is unique to us, and mostly 

unchangeable. Our knowledge of the human genome is expanding and STRs are one 

example of this increase in knowledge. STRs are well characterised and these STR 

characters can be measured quickly, easily and reliably, and as such STRs are 

currently used to identify individuals. 

 

Coding/Non-Coding DNA and STRs 

  

Not all DNA is ‘active’. A coding section of DNA will contain a gene and 

regulatory region leads to the construction of proteins. This section of DNA is 

                                                 
19
 Chakraborty, R., et al, op. cit. p. 1688. 

20
 Mennel, J. & Shaw, I., op. cit. pp. S10-S11. 

21
 Iida, R. & Kishi, K., “Identification, characterization and forensic application of novel Y-STRs,” 

Legal Medicine, 2005, 7, p. 255. 
22
 Jobling, M., & Gill, P. “Encoded Evidence: DNA in Forensic Evidence”, Nature Reviews: Genetics, 

2004, 5, p. 746. 
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referred to as a ‘coding’ section, in that the DNA code contains a gene that results in a 

protein being constructed. Other sections of DNA do not contain active genes though. 

These sections consist of DNA that is functionally inert, in that no coding sections are 

found; hence these sections are referred to as non-coding sections or regions. These 

non-coding regions may be functionally inert, or we are yet to determine the purpose 

of these regions.  

 Non-coding regions do not produce any known direct effects in people, there 

is no expression, no phenotype produced from the STRs used in forensic databases, 

and are highly unlikely to functionally significant.
23
 Statistical analysis of genes like 

linkage disequilibrium, can study populations to determine if sections of DNA are 

inherited together.
24
 Though linkage disequilibrium can use non-coding regions to 

provide information about coding regions,
25
 the STRs used in identification should 

only be relevant to identification. That is, no medical information, no behavioural 

traits, and no explicit phenotypic information can be deduced simply from the 

information contained in an STR profile. Though our future understanding of the 

functional significance of these STRs may change, the “genotypes at these loci cannot 

be predicted from known physical and/or behavioral attributes of individuals.”
26
  

 This focus on non-coding sections of the genome is important to point out, as 

the information that can be deduced from an STR profile about an individual is often 

considered to be analogous to a fingerprint or number plate, that it is informationally 

sparse.
27
 This view is controversial, however. Firstly, though I will not discuss this 

point in any great detail, the HapMap project shows that non-coding variation can 

provide information that is relevant to coding regions. My concern in this paper is to 

show that in relation to identity development, even non-coding genetic information 

carries with it ethical concerns relating to families and race. Even informationally 

sparse genetic information carries with it certain risks and responsibilities which must 

be carefully considered in relation to the large scale development and application of 

forensic DNA databases.  

                                                 
23
 Chakraborty, R., et al, op. cit. p. 1683. 

24
 Ridley, M., Evolution, 1996, Blackwell Science, at http://www.blackwellpublishing.com/ridley/a-

z/#L, accessed 20/05/07. 
25
 HapMap Homepage: http://www.hapmap.org/, accessed 08/05/07. 

26
 Chakraborty, R., et al, op. cit. p. 1683. 

27
 Williams, R. & Johnson, P., “Inclusiveness, Effectiveness and Intrusiveness: Issues in the 

Developing Uses of DNA Profiling in Support of Criminal Investigations”, Journal of Law, Medicine 

and Ethics, 2006, 4 (2), p. 239. 
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 In conjunction with these concerns are the uses of the forensic STRs. Though 

they are not involved directly in any phenotypic expression, the information gleaned 

from STRs can be used in ways that exceed that of individual identification. Statistical 

studies show allow for predictions on race or ethnicity,
28
 familial relations,

29
  even the 

last name of a male individual
30
 from the STR profile. These examples show that even 

non-coding regions of DNA can provide information on individuals that exceeds that 

of the informationally sparse picture painted by describing STR profiles as 

fingerprints or number plates. These issues will be discussed in greater detail later in 

the paper.  

 

STRs and Identification  

 

How are STRs used in identification? Through a process of exclusion, the 

information gained from STRs is used to exclude someone from being someone else. 

“In describing the form seen we eliminate or exclude all others.”
31
 The process of 

exclusion is commonly used in identification of many different things. For example, if 

we describe someone as being male then they are, by exclusion, not female.
32
 In the 

same way, STRs are used to identify someone by identifying them as 1Az1Ax, then 

they cannot be 1Ay. “Each single STR genotype…identified in an evidence sample is 

compared to known samples and classified as a match or nonmatch, an inclusion or 

exclusion. The nonmatch or exclusion is a certainty.”
33
 

As Martin Tracey states, the strength of STRs in identification is that they 

have more than two variants at each STR loci; therefore they do not rely simply on 

binary exclusion.
34
 As the variation at an STR loci is greater than simply y or z, we 

have the ability to exclude large sections of the population. “The true power of DNA 

testing lies in polymorphism at the individual loci and the number of loci tested.”
35
 

Instead of a 50% exclusion, like describing someone as male and therefore not 

                                                 
28
 Chakraborty, R., et al, op. cit. 1682-1696. 

29
 Mennel, J. & Shaw, I., op. cit. pp. S7–S12. 

30
 Jobling, M., “In the Name of the Father: Surnames and Genetics,” Trends in Genetics, 2001, 17 (6), 

pp. 353-357. 
31
 Tracey, M., “Short Tandem Repeat-based Identification of Individuals and Parents,” Croatian 

Medical Journal, 2001, 42 (3), p. 233. 
32
 Ibid, p. 233. 

33
 Ibid, p. 234. 

34
 Ibid, p. 234. 

35
 Tracey, M., op. cit. p. 234, (Emphasis Original). 
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female, variation at the STR loci is greater. Thus meaning that if a sample is 1Ay 

(which may occur at 10% in the population), then all people who the are not 1Ay 

(90% of the population) can be immediately excluded. “The average match 

probability for the combined 13 loci is rarer than one in a trillion.” 
36
 Thus, in testing 

the allele variation at each of the STR loci, we can identify an individual, through the 

process of exclusion. If a DNA sample is the same as an individual’s DNA at all 

thirteen STR loci used by the CODIS database, then there is less than one in a trillion 

chance that another human would have the same allelic variations at the thirteen STR 

loci. Thus, in testing the allele variation at each of the STR loci, we can identify an 

individual, through the process of exclusion. STR based identification methods are 

used in a number of different ways: paternity cases,
37
 in forensic cases

38
 and 

ancestry.
39
 

 

STRs and Forensic Identification 

 

We leave cells everywhere. Everywhere we go, we shed skin, hair and other 

cells and each of these cells contains DNA. Not just pieces of DNA, but our personal 

DNA sequence, potentially our entire genome. A drop of sweat,
40
 for example, will 

have cells in it that contain DNA. In the context of forensic identification, blood and 

semen could be found at the scene of violent crimes and can be easily recognised 

sources of cells and DNA.  

For forensic identification using STRs, samples such as blood, semen, hair etc. 

will be taken at the scene of the crime. These samples will have their DNA extracted, 

purified, amplified and stored, such that they can be used repeatedly. The DNA from 

the forensic samples can then be compared to known DNA samples found in 

databases. The forensic sample can link an “STR genotype from a crimescene sample 

to an identical, known genotype in [a] database, thereby identifying a suspect.”
41
 If a 

database search does not provide a identified match, it may correspond with another 

                                                 
36
 Chakraborty, R., et al, op. cit. p. 1688. 

37
 Tracey, M., op. cit. pp. 233-238. 

38
 Mennel, J. & Shaw, I., op. cit. pp. S7–S12. 

39
 Chakraborty, R., et al, op. cit. pp. 1682-1696. 

40
 Ossorio, P., “About Face: Forensic Genetic Testing for Race and Other Visible Traits”, Journal of 

Law, Medicine and Ethics, 2006, 34 (2) p. 286. 
41
 Ibid. p. 277. 
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forensic sample “connecting one person to the two crimes even if that individual has 

not yet been identified by name.”
42
  

For example, in the U.K., the NDNAD has used STR information gained from 

crime scenes to identify a culprit through familial genetic similarity. “Where DNA 

material is recovered from the scene of a crime but no match against an individual 

held on the NDNAD has been found, new searching algorithms have been developed 

by the Forensic Science Service that can identify potential close blood relatives such 

as siblings or parents.”
43
 This familial comparison has been used in multiple times in 

the U.K., with some individual culprits being identified through STRs, even though 

their own DNA is not on the database.
44
 

 

Databases 

 

 A forensic database consists of three components, which are used to identify 

an individual. STR profiles can be found in three different parts of a database: as 

direct evidence from samples or STR profiles from a crime scene, as a suspect sample 

or STR profile, or as part of an offender registry. Thus, if a crime is committed, such 

as a rape, and evidence can be found, an STR profile can be taken from biological 

evidence taken from the crime. If an individual is suspected of the crime, their DNA 

may be sampled and the STR profile compared to that of taken from the crime scene. 

This might exclude the individual from being the culprit, showing them to be innocent 

of the crime. The sample profile might also be compared against an offender registry, 

such that previous offenders’ profiles are compared against that of the sample, to 

determine whether the culprit in this example has offended before. The sample profile 

may also be compared against other evidence to see if this culprit has committed other 

crimes. Though this will not identify the individual, it creates a greater wealth of 

information about the crimes and can ensure that the offender, if identified, is held 

accountable for all their crimes.  

                                                 
42
 Ossorio, P., op. cit. p. 277. 

43
 Mennel, J. & Shaw, I., op. cit. pp. S9 

44
 Greely, H., Riordan, D., Garrison, N., & Mountain, J., “Family Ties: The Use of DNA Offender 

Databases to Catch Offenders’ Kin”, Journal of Law, Medicine and Ethics, 2006, 34 (2) p. 249. 
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3) Forensic DNA Databases, Family And Race 

 

The U.K., the NDNAD and Familial Searching 

  

 The U.K. currently has the world’s largest forensic DNA database, covering 

more than 4.5% of the population, over three million people.
45
 The population 

included in the NDNAD mostly consists of people from England and Wales, but there 

is some inclusion of samples from Scotland,
46
 and for the purposes of this paper, I 

will refer to these countries as the U.K. In 1994, the Criminal Justice and Public Order 

Act (CJPOA) changed who could be sampled, reducing the legal “basis for the 

circumstances under which police could obtain DNA samples without consent from 

those charged with a recordable offense” and allowed for the developing technology 

of speculative searching to be used.
47
 In addition, the Police and Criminal Evidence 

Act of 1984 (PACE) was broadened such that non-intimate tissue samples could be 

taken from individuals, without consent, from all individuals charged with a 

‘recordable offense’.
48
 The CJPOA was further altered in 2001, such that samples 

taken did not have to be destroyed, and the STR profiles would remain in the 

database, even if the individual was innocent.
49
 Parallel to this, the U.K. DNA 

Expansion Programme had a large increase in funding.
50
  

 In addition to being the largest forensic DNA database in the world, the 

NDNAD is notable in that it is used to identify culprits through familial searching for 

relatives on the NDNAD: 

The term familial searching, as used by forensic scientists and police officers 

in the UK, refers to a form of database searching based on knowledge about 

the probability of matches between the STR markers of two members of the 

same family as opposed to the probability of matches between these markers 

when the individuals compared are unrelated.
51
  

                                                 
45
 Mennel, J. & Shaw, I., op. cit. p. S8. 
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Thus, if someone is on a database, their family members can be targeted for 

investigation provided significant similarities exist between the forensic sample and 

database profile. “With the technological developments created by familial searching, 

a large population of databased individuals and the people genetically related to them 

will face implications created by the storage and use of their DNA.”
52
 The U.K. will 

be the primary focus for this paper’s discussion on familial searching, though it 

should be pointed out that familial searching also occurs in the U.S., though not as 

frequently as in the U.K. 

 

The U.S., Expanded HR3402 and Race 

 

 The U.S. maintains the world’s second largest forensic DNA database, 

CODIS. This system is notable as the U.S. states have differing regulations as to who 

can be sampled, under what circumstances, sample and profile retention etc. For 

example, the “[s]tates vary as to whether convicted-offender specimens are retained 

following DNA profiling. Twenty-eight state laws are silent on this matter, or 

empower an authority to make rules.”
53
 Though there is difference between the 

different states, “[i]t might also be noted that policy trends appear to be leaning 

toward the expansion of DNA profiling of arrestees and/or suspects to more 

jurisdictions.”
54
 If other states follow California, and include all adult and juvenile 

felons,
55
 the increases in the range and scope of Americans who can be sampled may 

parallel that of the U.K. Some states in the U.S. already use evidence samples to infer 

the possible race of a suspect.
56
 

 In addition, in early 2007 the U.S. Justice Department expanded the role of the 

2005 Violence Against Women Act and Department of Justice Reauthorization Act, 

H.R. 3402.
57
 In an effort to reduce the violent acts against women, the expanded H.R. 

3402 allowed for “the collection of DNA from most people arrested or detained by 
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federal authorities.”
58
 This means that people who are held under criminal arrest by 

U.S. federal authorities can have their DNA sampled and added to the national U.S. 

forensic DNA Database.
59
 Thus, if suspected of committing a federal offense, the 

expansion of H.R. 3402 allows for the sampling and profiling of suspects. It is 

expected that the largest group that will be affected by this expansion of H.R. 3402 

will be those suspected of being illegal immigrants.
60
 and the expansion of H.R. 3402 

now can pre-emptively sample people, based upon the suspicion of non-citizenship.  
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4) The Special Nature Of Genetic Information 

 

Forensic genetic information provides information that is different enough 

from other forensic information to require it to be treated differently. Robin Williams 

and Paul Johnson show that while some agree with this view,
61
 others believe that 

genetic information is not “qualitatively different to other medical information” to 

warrant exceptional treatment.
62
 These two positions mark opposing view points 

within the discussion about genetic exceptionalism: does genetic information warrant 

exceptional treatment? I believe that, within the context of forensic DNA databases, 

that exceptional treatment or concern is justified, based in part on the genetic basis of 

forensic DNA databases. As this view of genetic exceptionalism is controversial, I 

provide the reasons to justify this position. 

As mentioned in the previous section, genetic information comes from our 

genes, our DNA. Our genome is unique to us; it provides a unique ‘signature’ of who 

we are. The information that can be gleaned from our genes is vast and can be highly 

personal. Even the information that can be gained from non-coding STRs has 

relevance outside of the forensic context. This information can be used to determine 

familial relationships
63
, ancestral and geographic history

64
 even the possible last 

names of males.
65
 Although genetic information can be socially and ethically ‘inert’, 

there are many situations where genetic information gains importance in society and 

poses unique harms or benefits that require special ethical analysis and guidance, 

different to that of other human information or technologies. DNA databases 

generally and forensic DNA databases in particular are examples of such situations. 

The technology and information provided by forensic databases reaches into highly 

important human affairs such as family, culture, community and race. Though 

benefits may be gained by broadening the use of forensic DNA databases, careful 

consideration must be given to their scope and application, due in large part to the 

special nature of genetic information. 
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Personal Information 

 

STR profiles can provide information that can be used to do more than simply 

identify an individual. The genetic information may uncover unexpected results in 

paternity,
66
 ancestral origin or other information that an individual does not know or 

may not want to know about. Genetic information is relevant not only within a narrow 

context, information discovered as part of a forensic genetic investigation can uncover 

other pieces of information that gain much value when viewed in a different context. 

Though the STRs used in forensic sampling are not of “major functional 

significance,”
67
 they can provide information which, when used out of a strict forensic 

context, gain a different value. Racial profiling
68
 is one such example. The point here 

is that current technology can alter and expand the uses to which forensic genetic 

information can be used,
69
 and it is possible that as genetic technologies continue their 

rapid development, the information can be used later in ways that we cannot currently 

predict. Genetic information is different to other forensic information in this way, and 

must be treated as such. 

 

Non Individual Information 

 

Another unique aspect of genetic information is that it relates not simply to 

one individual. My genetic information can provide information about my parents, my 

siblings, my children, their children. The closer the biological relationship to two 

people, the closer the genetic similarity, and thus, the greater the chance to gain 

information about person A through investigating and analysing the genetic 

information of person B.  

While a traditional fingerprint used in identification is only of relevance in a 

forensic situation, and can only be used to identify one individual, genetic 

information, STRs can be used to probabilistically identify family members.
70
  As has 

been shown in the U.K., forensic DNA evidence can be compared to database 

information to identify a culprit through a relative’s sample in the database. Within a 
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narrow forensic or criminal context, this is a beneficial aspect of DNA and databases 

but, as discussed is the later sections of this paper; this raises ethical concerns when 

viewed in a larger sociological context. The potential for forensic DNA evidence to 

determine probabilistic relations between people means that it is sufficiently different 

to traditional forensic evidence or information, and must be treated as such. “Indeed, 

the continued use of the early term “genetic fingerprint” encourages DNA profiles to 

be imagined as equivalent to an earlier biometric,”
71
 and as such, is not an accurate 

description of the information that can be gained from genetic samples.  

Assertions of this special character of DNA are often the basis for arguments 

concerning the necessity to regulate carefully the production, use, and 

dissemination of genetic data in a range of contexts (of which forensic 

applications are only one instance).
72
  

 

Culturally Important Information 

 

Further to this, genetic information can be used in a number of ways that 

create links between individuals and social concepts such as race, physiological 

assumptions, such as face morphology, gender, and ancestral lineage and geographic 

history. The topic of race is controversial and contested,
73
 and when genetic 

information becomes involved, this controversy is even more troubling.
74
 To use 

genetic information to make inferences and assumptions about race, ethnicity, facial 

morphology etc. is scientifically problematic,
75
 and it is being done.

76
 In medical 

research, genetic markers for race have been researched and used for various 

medical
77
 and commercial purposes.

78
 At this stage, the purpose is to highlight the 

fact that racial profiling is done, that dilemmas about its use exist and that people are 

not in agreement about it. Genetic information generally, and forensic STRs in 
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particular, are used to infer information about an individual’s race. As these concepts 

are contested and highly important to identity, they pose special concerns, again 

making genetic information worthy of special consideration. I go into greater 

discussion of race, genetics and databases later in the paper. 

Genetic information, including STRs, is used in providing information about 

an individual’s ancestral lineage and geographic history. Using a genetic sample, 

companies offer services to explain to people the paths that their ancestors used in 

migrations from Africa.
79
 For some people this can be a thing of interest, fulfilling an 

urge to know more about one’s ancestral history. For others, this can provide 

enlightening or challenging information about ‘who’ they are, about their community 

and their place in it.  The importance of ancestral information is that it is related to 

race, which carries with it ethical concerns around discrimination, again, described 

later.  

 

Perpetual Information Source 

 

One of the arguments about the special nature of genetic information is its 

perpetuity. If we have a person’s DNA or genome, we have the ability to repeatedly 

access and disseminate this information.  Whether the genetic information is stored as 

a preserved tissue sample, or as computer records of genetic analyses, the point is that 

this information can be stored indefinitely, and can be accessed repeatedly. In fact this 

is one of the key strengths of genetic information. That, if handled and processed in 

certain ways, the information will not be degraded or lessened by its use. It is for this 

reason that profitable genetic technologies are patented. It is not simply the cells or 

genetic products that are of value: the information contained in such technologies can 

be accessed and read. Unlike a singular physical resource such as gold, information, 

including genetic information, is potentially infinite. Genetic information can be 

maintained and perpetuated through time, creating one aspect as to why it needs to be 

treated as distinct from non-informational resources. It is true that this alone is not 

enough to treat genetic information as different from other information, but it is part 

of the reason. 
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In summary, as genetic information provides information about more than 

traditional forensic information, as it can be used in ways that involve more than one 

person, can interact with important socially and culturally important values like race, 

paternity, ancestral lineage, and is perpetual, forensic DNA information is sufficiently 

different to other forms of forensic information that it must be viewed and treated 

differently. This is not genetic determinism, if the information is used without 

ignorance. Though this is genetic exceptionalism, as has been shown, this 

exceptionalism is rational and can be justified.  
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5) Identity 

 

Identity has a fundamental impact on quality of life. Who you are will shape 

how you live, how you respond to others, how you feel about yourself. But what is 

identity? In an individual sense, identity has been described as “the consciousness that 

a human being has of him –or herself, of her continuity over time and of her 

conception of a certain coherence and boundedness of one’s own person.”
80
 In a 

larger focus, social and collective identities “refer to conceptions of sameness or 

similarity with others. Such (symbolic) representations of sameness within an –

imagined- group include a notion of being different from others, from those who don’t 

belong.”
81
 In this section, I will discuss the narrative views of identity that encompass 

a developing sense of self through time, the need to have some control over this self 

development, self creation, and that our identities do not exist in a vacuum, that we 

have a social identity. I begin with a focus on individual narrative identity, and then 

expand this to include the social dimension of identity, and outline the construction of 

communal identities. As I state throughout, it is very important to highlight that these 

dimensions of identity are not isolated, and interact to influence each other. Parallel to 

this, introduced here and discussed later, social identities can be constructed in 

relation to technology and information, and will have an effect on individuals. By 

giving this background discussion of identity, I begin to illustrate different interlinked 

concepts of identity and as will be shown in later sections, these different concepts of 

identity can be used to ethically evaluate forensic DNA databases. 

 

History 

 

At times in history, human identity was seen as an independent and atomised 

concept; something that existed on its own, contained within itself and with 

boundaries between itself and all else external to it. The high-water mark of this ideal 

of the self was met with the enlightenment, where humans became autonomous 

agents, bestowed with the gift of self-reflection, where “[t]he human being is thus not 
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only its own creator, but also the creator of values and norms.”
82
 As autonomous 

agents, we were not only able to ascend to a higher level of intellectual development, 

it was our duty. A free thinking individual, independent of the irrational constraints 

imposed by the ego was seen as the ideal goal of human development.  

More recently, however, this view of the human as existing in a bubble, free 

from the constraints the external world has been challenged from within and without. 

Our personalities are far more complex than simply being rational computational 

devices existing in isolation from the physical and social environments around us. The 

post-modernist and feminist
83
 movements in the recent past have also challenged the 

view of the rational, removed, detached individual as being a Western educated male 

centred fantasy that, even if true for some, is not true for all. In addition to this, the 

view of identity as simply being an individually experienced phenomenon has been 

thickened. Though individual experience is important to identity, the interaction 

between the individual and society must be appreciated. Social identities, scripts, 

collective identities and the way in which they are ascribed to individuals are now 

understood as having a great effect on how individual identities develop. 

 

Narrative Identity and the Individual Narrative 

 

 One of the views that has emerged as a thicker, more encompassing view of 

identity is that of narrative identity. “Each of us has a mental autobiography, an 

extremely detailed story of what we have experienced and done, and a perhaps less 

detailed account of what we intend, or at least hope, to experience and do.”
84
 This 

narrative identity is the set of experiences that we have had, our perception of these 

experiences, as David DeGrazia describes it, it is our autobiography. Through 

memory, introspection, reflection, our experiences are written and rewritten to 

develop and maintain a psychological continuity,
85
 a maintained sense of self, a real 

and complex personal individuality. Self narrative seeks to answer the question of 

‘who am I?’
86
 but how does it do this?  
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 Human identity is a complex and many tiered
87
 situation: our psychology is 

more than a simple rational machine. We exist in time and space and locate ourselves 

through experience. In answering ‘who am I?’, we need to understand “what is of 

crucial importance to [me]. To know who I am is a species of knowing where I 

stand.”
88
 For Charles Taylor, our narratives consist of numerous aspects, and those 

that have a greater importance to us will be linked more closely to our identity.
89
 We 

use ‘import attributing’ devices to give us horizons, to locate ourselves.
90
 Taylor sees 

this orientation as an “essential link” between our values and identities.
91
  

 So, to help develop individual identity, to write our narratives, we need things 

of value and moral importance to locate ourselves. Our identities are dependent upon 

having horizons, moral points from and within which we locate ourselves. The 

narrative is a way of contextualising experience; to locate situations in a position of 

importance and understanding. It is the way in which we assign our set of import 

attributing values rank within our needs, goals, desires. We relate experiences with 

what is important to us; we create a story in which what has happened to us is aligned 

with our personality. “[W]e cannot but strive to give our lives meaning of substance, 

and this means that we understand ourselves as inescapably in narrative.”
92
 

Simultaneously, our personality is shaped by our experiences; just as we assimilate 

our experiences into our narratives, our narratives will be shaped by our experiences. 

There is a flow, a constant interaction, editing as it were, of the narrative. As 

personality digests experience, experience influences personality.  

 

Self Creation 

 

 Narrative identity seeks to explain the complexity of interactions that involves 

and helps to answer the question of ‘who am I?’ As said, it is a method of 

contextualising events to individual experience. This is done partially through 

aligning current experiences with unique personal history, and allowing our current 
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narratives to rewrite or recontextualise previous experience. “To repudiate my 

childhood as unredeemable…is to accept a kind of mutilation as a person; it is to fail 

to meet the full challenge involved in making sense of my life.”
93
 To survive and 

develop psychologically, we revisit our past and make it relevant to our current 

context. We recreate our past to give it more sense in the present. 

 Our identities do not exist simply in one time frame. Narrative identity seeks 

to exhibit that we do not sit simply in the present. Our past forms the basis for how we 

will deal with present experiences; our present experiences require us to revisit the 

past and edit how we perceive it. Our present shapes the way in which we see our 

identity stretching into the future; the options and pathways of our future will directly 

effect how we exist in the present. “My self-understanding necessarily has temporal 

depth and incorporates narrative.”
94
 

Self creation is necessary to allow the flourishing of identity. Though this is 

important in relation to past experiences, the ability to do this for an imagined future 

self is not only a key aspect of being human, but also is necessary for a healthy 

personal identity. “The sense that human beings are capable of some kind of higher 

life forms part of the background for our belief that they are fit objects of respect.”
95
 

This flows from the enlightenment ideal of the human being an agent of self 

reflection, that autonomy forms part of the justification for respect of individuals. 

Though autonomy is fundamental to being an individual, and thus identity, as I will 

show below, this is a complex process and must be contextualised. Imagining oneself 

into the future is not only evidence of the intellectual development associated with 

functioning humans, but also of the desires of a healthy individual. That we can 

imagine a future self, to imagine or hope what we can be in the future is a key aspect 

of flourishing life. “[W]ho I am has a great deal to do with who I will become if I take 

an active role in shaping my future. Thus projects of self-creation flow from narrative 

identity and as they do so, continue to write and often edit the narrative from which 

they flow.”
96
 

 

Social Identity 
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As important in the temporal axis forming a solid identity is the social axis. 

Not only are our narratives constructed of relations between our past, present and 

future selves, but also by our social context. Taylor states: “One is a self only among 

other selves. A self can never be described without reference to those who surround 

it.”
97
 Similarly, Kwame Anthony Appiah states: “To value individuality properly just 

is to acknowledge the dependence of the good for each of us on relationships with 

others,” further to this, “[w]ithout these bonds, as I say, we could not come to be free 

selves, not at least because we could not be selves at all.”
98
 This forms part of the 

reason for the shift from the enlightenment ideal of the unencumbered self to a self 

situated within a society. The point is that we are part of society, our nature is social 

and we interact with those around us. “I am part of their story, as they are part of 

mine. The narrative of any one life is part of an interlocking set of narratives.”
99
 An 

identity that takes no measure of social relations, is not influenced by the society that 

surrounds it, is not fully formed and may not be healthy. 

We form our identities in a dialogue with others. This may be done in 

interaction with groups, distant social institutions, or with those closest to us: our 

friends, families, partners.
100

 “[T]he interpersonal webs of relationality sustain and 

transform narratives over time… [becoming public narratives that are] attached to 

cultural and institutional formations larger than the single individual, to 

intersubjective networks or institutions.”
101

 We locate ourselves and place our 

narratives into a social context, through a process of emplotment.
102

 By connecting 

our narratives to our social context, events experienced become episodes; we create 

depth and give meaning to our experiences by relating them to other events and 

experiences.
103

 Our own narratives gain their meaning and comprehension through 

comparing them with other narratives found externally of us.
104

 These larger external 
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narratives are described by Appiah as scripts, “narratives that people can use in 

shaping their projects and telling their life stories.”
105

  

From this develops a greater understanding of the dynamic that exists between 

individually experienced identity and social identities. Social identities are not only 

scripts from which we select at will. These scripts can influence us unconsciously, be 

forced upon us by individuals or social institutions. As the thin view of the 

unencumbered self recedes, a thicker view of identity advances; that even the most 

autonomous of individuals are found in relation to social identities. The scripts that 

are relevant to them, that are forced upon them, will have an effect on who they are.  

 

Collective Identity  

 

 Extending this idea of social identities, develops an idea of a collective 

identity, which can be described as “the collective dimensions of our individual 

identities.”
106

 As we form allegiances, relationship networks develop, what Taylor 

describes as “webs of interlocution.”
107

 Our individual identities coalesce around a 

certain set of ideals, beliefs or scripts and a collective identity forms. Appiah states 

that “we are all…members of broader collectives”
108

 Though it is clear that no 

physical body exists as collective identity, that does not reduce its existence. The 

collective identity “is a metaphor, an imaginary quantity, a social construct.”
109

 

Further to this, the collective identities that we find ourselves in proximity with will 

have bearing on how our own identities develop. “For the story of my life is always 

embedded in the story of those communities from which I derive my identity.”
110

 The 

interaction between individual identities and collective identities is dynamic and 

continues the theme of the narrative; the individual both shapes and is shaped by 

collective identities.
111

 Individuals may choose to be associated with collective 

identities, or may the collective identity may be ascribed to the individual.  
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This interaction between individuals and collective identities is of relevance 

for a number of reasons. A collective identity is composed and constructed by 

individuals
112

 and without individual identities, a collective cannot exist, conceptually 

or otherwise. As such, the role that collective identity plays must always be seen in 

terms of individuals. To create too much of a shortcut in describing a collective 

identity is to step from a group of individuals into a stereotype, a cliché. 

“Stereotypical and normativising constructions of collective identity can especially be 

found when collectives become larger and inaccessible… [M]any variants of the talk 

of ‘collective identity’ converge in their primarily ideologically manipulative 

function.”
113

 In addition to the potentially harmful aspects of the use of collective 

identities it must be repeated that they are constructed. This relates to not only the 

individuals who freely join, are described by or grouped into the collective, but the 

individuals who construct them, consciously or otherwise.  

These collective identities are not static, they can and do change. As they are 

formed of individuals, the way in which individuals respond to aspects of collective 

identities can not only shape the individuals, but change collective identities as well. 

We do not have to “accept the moral limitations of the particularity of those forms of 

community.”
114

 The U.S. civil rights movements in the 1960s, feminist movements, 

gay rights movements, amongst many others, brought to light how collective identity 

could be ascribed to individuals to positive or negative ends. Originally a way of 

silencing minorities, restricting their choices and causing much harm, these 

empowerment movements sought to reduce the negative effects of collective 

identities. To be labelled ‘black’, prior to the black power movement in the U.S. was 

to ascribe a series of negative scripts on someone, based upon their skin colour. The 

purpose was to not only deny them the right of individuality; it was to remind them of 

the limitations that the black script imposed upon them.
115

 By forming the way in 

which a person’s identity develops, scripts can be constructed such that social 

identities are ascribed to individual that have negative effects on them. 

 

As these descriptions of identity have shown, our individual well being can be 

heavily influenced by the social identities, scripts or collective identities that are 
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incorporated into our narratives. The need for self creation, positive scripts and 

empowering collective identities is related to the ways that individual’s narrative 

identities develop. Identity can ethically evaluate situations by not only seeing how 

individual narratives are developing, but the scripts and collective identities that are 

created, and how they are ascribed to people. As the following sections will show, this 

is relevant to forensic DNA databanks in relation to individual and collective 

identities. 
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6) Race, Genetics And Databases. 

 

 I now focus my attention on race, genetics and databases. This section will 

begin to explain the relevance of identity to the discussion of forensic DNA databases, 

by linking race, the construction of collective identities and individual narratives 

within the context of forensic DNA databases. The need for this section is outlined by 

two key points around the use and expansion of forensic DNA databases: Firstly, that 

forensic DNA databases are used in creating racial profiles of suspects. Evidence 

samples have already been used in investigations to ‘determine’ the race of a suspect, 

based on genetic information taken from the sample.
116

 Secondly, that in pre-emptive 

screening, racial minorities are targeted as potential criminals. In the U.S. the largest 

groups that are targeted and will be affected by the expansion of H.R. 3402 are 

expected to be potential illegal immigrants.
117

 Many on the issues around race and 

genetics are based on a confusion of different views and facts: Is race a scientifically 

credible idea, or a social construct? Can ancestral genetics can predict race, and 

should it bone in a forensic context? In this section, I will argue that race, though it is 

exists, is a social construction, a collective identity. I will then outline some ethical 

issues surrounding race and genetics generally and then show how this is relevant to 

forensic DNA databases. 

 

Race as a Constructed Collective Identity 

  

 The first point, which is a partial cause for race being a complex issue to 

discuss, is that though ‘races’ exist, they are not “genetically discrete, reliably 

measured, or scientifically meaningful.”
118

 Races exist in that they are social 

constructions: “Race is a complex but empirically demonstrable stratifying practice 

that creates identity and hierarchy through social interaction.”
119

 What has to be 

pointed out, however, is that the way in which race is often presented is not accurate. 
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“Nature has not created four or five distinct, nonoverlapping genetic groups of 

people.”
120

  

 Historically, “race is a fairly recent construct, one that emerged well after 

population groups from different continents came into contact with one another.”
121

 

Audrey Smedly and Brian Smedly contend that the concept of race began between the 

16
th
 and 18

th
 centuries as a ‘folk idea’, which categorized people into general groups, 

later solidifying into class based social stratification. They go on to say that in the 

U.S., this was a response to the contradiction between slavery and the ideals of 

equality, justice, freedom etc.
 
To maintain such contradictions, it was necessary to 

separate humans into races, such as Whites, Blacks and Indians.
 122

 

 “[I]n the scientific literature, race was conceptualized as an intrinsic feature of 

persons who share distinctive physical characteristics; racial groups have represented 

natural boundaries within which people are essentially similar and between which 

people are essentially different.”
123

 Smedly and Smedly contend that the role of 

science in racial classifications has been to “confirm and authenticate the folk beliefs 

about human differences expressed in the idea of race by examining the bodies of the 

different peoples in each racial category.”
124

 Yet as science looked more and more 

closely at people, the hard separation between races began to fall away. Rigorous 

examination of physical traits concluded that there were no discrete races,
125

 and 

eventually, the majority of scientists who studied race concluded that there were no 

discrete human racial groups.
126

  

 Race is the scientifically dated concept of biological taxonomic separation. As 

science developed, it became clear that the taxonomic separation of humans into 

discrete races was not possible. This biologically separated view of race is different to 

ethnicity. “Ethnicity and culture are related phenomena and bear no intrinsic 

connection to human biological variations or race. Ethnicity refers to clusters of 

people who have common culture traits that they distinguish from those of other 

people.”
127

 And here we see the reason for confusion. That on one hand, race was 
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viewed as scientifically based, biological separation of people into distinct groups, 

while ethnicity relates to cultural differences, people who share “common language, 

geographic locale or place of origin, religion, sense of history, traditions, values, 

beliefs, food habits, and so forth.”
128

 Race, understood as scientific label is flawed, yet 

race if viewed as a social construct, a collective identity parallel to that of ethnicity, 

can exist. Despite the problems of using the term race, it is common in much of the 

literature relevant to forensic DNA databases. I feel that if race is viewed as a social 

construct, the term can be used. I do not mean this scientifically outdated view of 

discrete biological boundaries; rather I will use it in the sense of a constructed 

collective identity. 

  

Race and Genes 

 

 So, if race does not have the scientific backing that it once had, why is it still 

used at all, especially in scientific literature? Genetic developments may be part of the 

reason for this. There is a fear “that antiquated folk notions of race as a set of deep, 

mutually exclusive biological (genetic) categories may reenter the scientific and 

medical discourse through DNA analysis.”
129

 Although humans are 99.9% the same, 

genetically, the “0.1% difference translates into quite a lot of genetic variability for 

scientists to study.”
130

 The developments in genetic technologies, particularly since 

the completion of the human genome project, have meant that much research has been 

done into race and genetics, including STR related identification methods. For 

example, Reiko Iida and Koichiro Kishi discuss how some STRs, taken from the 

human Y chromosome, can be used to assume the ethnic group from which the 

individual comes from: “Comparative study showed that the allelic distributions and 

STR diversities of these loci differed significantly among these populations and that 

some alleles were characteristic of the specific ethic groups (e.g. African American: 

allele 17 of DYS443).”
131

  

 It must be stated again that “[c]urrent genetic data also refute the notion that 

races are genetically distinct human populations…No sharp genetic boundaries can be 

drawn between human population groups. However, frequencies of genetic variants 
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…differ across the world.”
132

 And here lies some of reason for genetics allowing for 

race to be resuscitated. Ancestral genetic markers can provide statistical information 

about the possible pathways of historical population movements. Though “[a]ncestry 

informative genetic markers do not carry racial essences,”
133

 genetic information, 

including STRs and STR profiles, can be used to make assumptions about the possible 

ancestry of individual. As described above, race is social construct which has its basis 

in social relationships and not simply ancestry, “race and ancestry should not be 

treated as interchangeable or equivalent categories.”
134

 The above discussion of 

narrative identity becomes pertinent here. A person’s “race and ethnicity will depend 

on her biography. This biography will not be independent of her genes, ancestry or 

morphology, but the relationships among these factors are not necessarily 

straightforward or predictable.”
135

 In fact it is possible for a person’s self identified, or 

attributed racial identity to be in conflict with the ancestry determined by genetic 

information.
136

 

 In terms of physical morphology or facial characteristics, the mixture of race 

and genetics must be prised apart. Though certain genes might be linked with the 

physical appearance of an individual, to assume that the presence of one gene or 

series of genes can identify a race is again to misunderstand both the genetics and the 

social basis for race. It is true to say that “[a]lthough human races cannot be 

categorically distinguished using genetic technology, there are some alleles that are 

more likely to be found in people whose ancestors are from one geographic region of 

the world rather than another.”
137

 Genes can provide probabilistic information about 

the ancestry of an individual, and this ancestral information is then used to infer 

physiological characteristics often associated with different races. The important point 

to note, however, is that “[t]he real connections between genetic variation and self-

identified race travel through several intermediate steps.”
138

 This means that though 

the relationship between ancestral geographic origin does have correlations with race, 

“this relationship is blurry and context dependent.”
139

 The purpose here is to illustrate 
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that though probabilistic linkages between genetic information and race can be made, 

there are numerous steps between the genetic information and race. These steps 

contain within them assumptions and ideas that can lead to false conclusions about 

race being genetically determined, and identifiable. Genetic information does not 

inform us of the social elements that are fundamental to the meaning of race. We must 

remember that “[r]ace is about more than pigmentation.”
140

 Race can be a powerful 

aspect of self identification, and the construction of racial identities is important 

within a sociological context.  

 

Race and Databases 

 

 Race has been a factor of forensic DNA databases, both in directing the way in 

specific investigations have developed, and also in the larger policies of expansion, 

like H.R. 3402. This is not surprising, given way in which forensic DNA databases 

are portrayed in the media. Cases in the U.S. where forensic DNA directed racial 

profiling resulted in successful identification of criminals
141

 have been documented as 

triumphs of forensic DNA methods in identifying suspects and solving crimes. In one 

such example “a U.S. biotech company worked with Louisiana police to develop a 

racial profile of a suspect in a rape case.”
142

 In the U.K., “joint press releases by the 

relevant forensic science and policing organizations are used to shape very positive 

representations of the innovative technology or novel supplements to its prior uses – 

often as “breakthroughs” in the “fight against” or “war on” crime.”
143

 

 Now we start to see the power of forensic DNA databases in directing 

investigations. The social construction that is race becomes reduced to ancestry, and 

then linked with genetic information, and STR profiles. This information is then seen 

to be scientifically valid and objective. As such it allows for races to be subject to 

‘non-prejudicial targeting’ within investigations. To me, this highlights why some 

ethical concerns of forensic DNA databases, especially in relation to race. If we 

simply allow these new technologies to direct the way in which forensic 

investigations take place, we run the risk of ignoring the socially constructed nature of 

race, instead returning to the folk notion that races are able to be defined into neat 
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scientific categories. In overlooking the steps taken from ancestry to race, we reduce 

race to a number of identifiable sections of DNA, which in turn can direct forensic 

investigations. As I will describe below, if we are not very careful about how this is 

done, it can lead to institutionalised discrimination, causing much harm in individual 

and collective identity formation.  
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7) Ascribed Identity 

 

I have discussed identity development in a narrative sense, formed partially by 

individual experience and partially by external influences, and used race as an 

example of a collective identity that is important to self development. In this section I 

will bring together the role of forensic DNA databases and identity, through the 

concept of ascribed identity. By ascribed identity, I mean a constructed group or 

collective identity that is ascribed to individuals, in this case by those involved in the 

use and application of forensic DNA databases. “[A]scribed identities (age, race, 

gender etc) are maintained and constructed through the use of categories into which 

people are fitted. Often these categories of identity are determined externally and the 

police mould the individual to fit into the pre-determined boxes.”
144

 I begin with a 

contextualisation of the earlier discussions of genes and identity. I will then show that 

two of the main functions of forensic DNA databases are to construct and then ascribe 

a collective identity onto individuals. As I will discuss, different individuals will react 

to this ascribed identity in different ways, and in later sections of the paper, I will 

discuss the ethics of these different reactions, showing how identity can be used to 

ethically evaluate forensic DNA databases. 

 

Genes, Identities and Criminality 

 

 Forensic DNA databases rely on genetic information to identify suspects in 

criminal investigations. These points are central in understanding the nature of the 

identity that is constructed and ascribed to people, through forensic DNA databases. 

As was shown in the previous section on race, genetic information provides a script 

that can have major impacts on identity formation. This relevance of genetic 

information to personal development is said by some to be overlooked in the scientific 

research of genes. “Geneticists continue to forge ahead, investigating the genetic 

component of disease, treatment response, and behavioral traits. Yet as a group, they 

are not trained to investigate the psychosocial impact of their research.”
145

  

As I described earlier in the paper, genetic information provides information 

about individuals, their families and ancestral history, and is a perpetual source of 
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information leading to justified genetic exceptionalism. One has to be careful, 

however, of over-estimating the effect that genetic scripts may have on personal 

development. The point here is that genetic information is sufficiently different to 

other forensic information such that it can have a different effect on identity 

development than other forensic information, like fingerprints. As the discussion of 

identity has shown, individuals develop their identity differently, given the different 

set of life experiences, histories, future plans etc. Though the scripts that genetic 

information provides will be incorporated into individual’s narratives differently, 

these scripts have a greater possibility of influencing personal development than non-

genetic forensic information. Considering that genetic information forms the basis of 

forensic DNA databases, STR profiles etc. its presence is central to the identity that is 

constructed from forensic DNA databases.  

There are, however, dangers in taking a genetic exceptionalist stand. The view 

that genetic information has an influence on personal identity development can be 

confused for genetic determinism on two grounds. Firstly, I wish to point out that I do 

not mean that genetic information will determine a person’s narrative development, in 

a biochemical sense. My point is that genetic information can be viewed as a script 

that can have strong influences on personal identity not that genetic information leads 

to biochemical changes that result in different personal identities. Secondly, though 

genetic information is important and should be treated differently to other information 

relating to individuals and groups, it should not be viewed as a guaranteed 

determinant. I believe that genetic information can be a powerful script, but as with 

the complex nature of genetics in producing observable phenotypic results in 

individuals, the ways in which people will respond to scripts like genetic information 

is complex and variable, as the discussion of identity has shown. 

The interactions between genes, environment and personal history are 

complex and make deterministic views dangerous. “Behavioral genetics deals with 

population statistics that have limited application to an individual person.”
146

 

Behavioural genetics is an area of scientific research where researchers attempt to find 

the genes that are involved in personality development. This is based on the notion 

“that genes do have an indirect effect on behaviour… [however these] behavioural 

traits are complex, and are likely to be the result of the expression of many different 
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genes, which interact with each other and with the environment.”
147

 When discussing 

behavioural genetics, particularly in a forensic context, the probabilistic nature of 

genetics must be highlighted; that if research shows a link between a gene and a 

certain pattern of behaviour, that this is a statistical link and not a definite result. This 

point becomes even more pertinent when discussing STR profiles. As these are taken 

from non-coding regions, they should have no functional significance. Thus, if 

research on forensic DNA databases shows a statistical correlation between a group of 

STR profiles and increased representation in the databases, it must be made clear that 

the STRs are not understood as a genetic determinant in criminal behaviour. 

By discussing behavioural genetics in relation to forensic DNA databases, we 

can further see the importance of narrative identity, and how the identity that is 

constructed by forensic DNA databases can impact on individual narratives. Gregory 

Carey and Irving Gottesman describe the discovery of MAO-A, a gene linked to 

aggression and antisocial behaviour, and how on closer inspection this gene was a 

metabolic defect and not the ‘aggression gene’ that it was originally claimed to be.
148

 

They conclude that if researchers discover a series of genes actually involved in the 

causation of antisocial behaviour, that the “predicted effects and relevance of such 

genes would not be expressed “in a vacuum” and would require the best available 

context-relevant information about the entire life course of an individual.”
149

 This 

follows with view of narrative identity that the life stories of individuals are 

fundamentally important in any discussion of behavioural genetics.  

Behavioural genetics and antisocial behaviour are relevant to the identity 

constructed by forensic DNA databases as one of the major factors of a forensic DNA 

database is criminality. Forensic DNA databases differ from other genetic databases 

in that they are concerned with criminal activity: forensic DNA databases use 

biological evidence to identify individuals who commit crimes. This is done through 

immediately identifying individuals or by targeting investigations to suspicious 

families or directing investigators to focus on certain racial groups. Though discussed 

in greater detail in later sections of the paper, the linkage of genes, criminality and 

collective identities is problematic.  
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There might also develop a growing self-consciousness within particular 

communities that will tend to be over-represented on forensic databases, by 

virtue of their age, gender and ethnicity. The danger here is that stereotypes 

about the “heritability” of criminality could be reinforced, without due 

reference to the social processes that lead to entries in the forensic databases in 

the first place.
150

 

This linking of genes and criminal action is dangerous in a similar way that 

statistically linking certain races to crimes obscures the social and environmental 

causes of crime, reductionist theories can result in discrimination seemingly 

legitimated by science.  

 Contrary to this, however, runs the argument that forensic DNA databases do 

not force criminal scripts upon anyone, if anything they show people to be innocent. 

The use and expansion of forensic DNA databases can be great tools, not only in 

identifying the guilty, but also the innocent. Yet here we must look more closely at 

how these databases are now being used. The changes to H.R. 3402 now mean that 

people suspected of federal offences may be subjected to sampling and profiling. Both 

the NDNAD and CODIS allow for the STR profiles to remain in the databases 

indefinitely. This creates a distinction between those charged, but unconvicted and the 

rest of the population, never charged, never sampled, never profiled.
151

 In the U.K., 

“the CJPOA 2001 changed the database from a collection of genetic material and 

information taken from a population of convicted offenders to a collection comprising 

anyone once charged with involvement in any recordable offense.”
152

 This division, 

based around the permanence of STR profiles in the databases creates a new 

subcategory to assign to individuals, neither guilty, nor wholly innocent, the non-

innocent. 

 

Databases and Constructed Identity 

 

Forensic databases function by creating STR profiles of individuals and from 

evidence at crime scenes and attempting to link the two together. “[T]he forensic 

description focuses police attention on a group of persons that includes the sample 
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source, as opposed to a group that does not include the source.”
153

 The obvious 

purpose is to identify the culprit of a crime through matching their individual STR 

profile with that of evidence found at the scene of the crime. From this we can see the 

two-fold hope of large scale forensic DNA databases: to identify individuals who 

have committed crimes and to deter other individuals from committing crimes, 

knowing that forensic DNA evidence can lead to their identification.
154

 These 

identifications may include increased attention on families or racial groups. As stated, 

the collective identities that an individual is associated with can have a great impact 

on how individual narratives develop.   

From here, we can see how a forensic DNA database and individual identity 

interact. The purpose of forensic database is to identify criminals. This process works 

through constructing a script of guilt or non-innocence and then ascribing this script 

to individuals. As individual identity formation is a narrative process, the ascription of 

identity will have effects on individuals. By effects I mean that the ascribed identity 

will result in changes to the individual’s identity. 

In particular it is the ways in which issues about identification in forensic 

work have the potential to have a profound impact on matters of identity for 

individuals and families that are most important. It is also clear that genetic 

connections carry much cultural symbolic weight that goes beyond the 

immediate significance of their material reality, even though that symbolism 

plays out in a number of different ways.
155

 

 This impact on identity will be mediated in part by the previous experience of the 

individuals, in part by the identity that is ascribed to the individual, and in part by the 

strength of association that that constructed identity creates. It is important to note 

here, that by individuals, I mean not only those to whom the identity is ascribed, but 

also those who ascribe the identity, and those in the community who are aware of the 

ascription of the identity. To expand and clarify the relevance of this, I will discuss 

the construction of the identity in this example, the possible effect on those to whom 

the identity is ascribed, the effect on those from whom the identity is constructed and 

ascribed, and then that of society as a larger participant in this identity ascription. 
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The identity that is constructed through forensic DNA databases is unique in 

the various scripts and concepts from which it is constructed. Forensic DNA 

databases are built on genetic information. As I have discussed earlier, this 

information is taken in the form of STRs, which are from non-coding sections of 

DNA. As these STR sections are non-coding, they are functionally inactive, and as 

such the STR profiles are perceived as providing minimal information.
156

 As I have 

discussed however, genetic information, even that taken from non-coding sections 

such as STRs, contains more information than that of a fingerprint or car licence 

plate.
157

 Probabilistic information regarding family relatedness, facial morphology, 

race, even surnames is sought from forensic STR profiles. One of the fundamental 

outcomes desired from forensic DNA databases is the identification of individuals 

with criminal acts. A criminal is someone who has transgressed against society, has 

committed some action that requires alteration and/or punishment. This script is 

clearly negative, in that it carries with it the assumption of negative actions requiring 

responses and activity such as fines or incarceration that are retributive, are deemed as 

negative to the criminal. This negative aspect must be recognised, as it is a key script 

from which the identity is constructed, and highly relevant to the ways in which the 

identity will be ascribed.  

In conjunction with the criminal aspect of forensic DNA databases are the 

methods in which they are put in place. The U.K. NDNAD system actively searches 

for familial associations to find a culprit. The U.S. CODIS system actively targets 

investigations to assumed racial groups and is being expanded such anyone suspected 

of a federal offence can have their DNA taken. What this means is that a group of 

people are listed as non-innocent. Though they may not have transgressed, may not 

have committed any crime, individuals, families and groups become non-innocent. 

“Simply implicating family members in an investigation where a relative (genetic or 

social) might be involved is likely to have profound social, cultural and physical 

impacts on that family.”
158

 Racial profiling can focus police attention on racial 

minorities. “DNA samples taken from those who are arrested or convicted will 

include a disproportionate amount of DNA from racial minorities.”
159

 And then we 

come back to one of the fundamental aspects of these forensic DNA databases, that a 
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your profile is in, it can remain there for ever. Even beyond the individual’s mortality, 

the profile could be used to identify family members still alive, or added to statistical 

racial profiles. 

 

These key aspects of forensic DNA databases form the basis of the identity 

that is constructed. The purpose of a forensic DNA database is to ascribe this identity 

to individuals, families or groups to aid crime investigation and prevention. Though 

this goal may be worthwhile, as I will discuss later, this carries with it certain ethical 

concerns which must be met to ensure that the forensic database does not override 

certain human rights or cause unwarranted harms.  

 

The Ascription of the Identity 

 

This ascription of identity will have effects on those to whom it is ascribed. In 

fact, this is part of the justification for developing forensic DNA databases, and 

expanding their range and scope.
160

 Again, it must be emphasised that the identity 

constructed from forensic DNA databases is ascribed, to individuals and groups; it is 

not simply constructed for the sake of construction. There is an instrumental purpose 

in this construction: its purpose to identify criminals. Even when innocent of a 

specific crime, individuals are still ascribed the identity of the potentially guilty, the 

non-innocent. Underlying this ascription of identity is the goal of affecting the 

behaviour of individuals. Though the explicit goal of forensic DNA databases is to 

catch criminals, its deterrent effect must not be overlooked. Ideally, expansion of the 

CODIS database, and strengthening of the NDNAD will deter individuals from 

committing crimes on the future, “there is a need to deter future offenders by 

demonstrating good detection rates.”
161

 Whether this is due to the familial searching 

in the U.K., or broadening of sample profiles to include potential federal offenders in 

the U.S., goal is the same: to reduce crime. If you or a family member has had their 

DNA sample taken, an STR profile has been generated. If an evidence sample calls up 

certain ancestral genes associated with members of your race, you are now worthy of 

suspicion. Your possibility to get away with future crimes is reduced, and any 

previous crimes that you may have committed are closer to being solved. Hopefully, 
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this will act as a deterrent to future transgressions against the law, maybe even prompt 

confession to previous crimes. What this also means, however, is that the script of a 

criminal is assigned to individuals. A negative script that seeks to limit the choices 

that an individual has is forced upon them, irrespective of whether they have 

committed a crime, or whether they fit the profile of those who committed crimes in 

the past. Your STR profile is on record, can be inferred from a relative who is on 

record or deduced from your perceived racial appearance. This record will remain 

accessible, your innocence is perpetually questioned, your guilt is delayed, not 

removed.
162

  

It is important to point out that individuals will react to this ascription of 

identity differently, in part due to previous personal experience. Identity, as described 

earlier, is a fluid process building upon previous experience in relation to current 

contexts and future goals. To make speculations as to how individuals will react is 

hard to do without explicit information as to the individual’s narrative, and even then 

it will be a contentious assumption based on probabilistic speculation. The purpose 

here is not to make assumptions on how individuals will react to such ascription of 

identity, rather it is to highlight that the goal of ascribing identity in this case is to 

produce some effect in those to whom the identity is being ascribed. As I will describe 

below, this goal of effecting people through ascription of identity requires ethical 

analysis.  

I have stated that the purposes of forensic DNA databases are to convict 

criminals, and effect individual’s behaviour through the ascription of identity. To 

make such assumptions about individual’s intentions is speculative, and must be 

justified. To do this, I will need to repeat the identity that is constructed from forensic 

DNA databases, and that the purpose of its construction is to ascribe the identity to 

individuals. The forensic DNA database constructs an identity of a potential criminal 

based on STR profiles corresponding. This identity is then ascribed to individuals, and 

even if they are found innocent of a given crime, their profile remains on record. 

Those involved in law enforcement, police, investigators, the judiciary and 

law makers all participate in the construction and ascription of this identity. Their goal 

is to identify individuals as guilty or not, and to create a crime prevention system 

through the maintenance of individual STR profiles in the database system. Even in 
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the process of proving people innocent of a crime, an identity of innocence is 

ascribed, but as the individual’s profile remains on record, they become the non-

innocent, the potentially guilty.
163

 Those involved in the database ascribe new 

identities to individuals as either guilty or non-innocent. As the breadth and scope of 

the databases expand to include individuals predominantly from certain racial groups, 

or families, the individuals ascribing the identities must ascribe the identity to groups 

or families. As the individuals to whom an identity is ascribed will respond in 

different ways to an ascribed identity, so will those ascribing the identities. The 

purpose of ascription of identity is to provide information in such a way as to alter the 

response of those from whom the ascription comes. Given the broad range of careers 

involved in this ascription, let alone the range of individuals ascribing the identities, 

any assumptions as to their response are highly problematic. But again, it must be 

pointed out that the purpose of ascribing these identities is to alter the response of the 

ascriber in some way.
164

  Whether it is to identify an individual as guilty or not guilty, 

a family as suspicious, a group as potentially non-innocent, the function of the 

database is to ascribe identity, and this will have an effect on those from whom the 

ascription comes. The ethical issues resulting from this are discussed below.  

As was described earlier, identity is not formed in a vacuum. This is true for 

individual identities and group identities.  

One of the crucial aspects of familial searching (and the other forensic uses of 

DNA analysis) is the way in which it entangles matters of identity with matters 

of identification, and the potential impacts that that can have on a wide range 

of people, as individuals and as members of family units and family 

networks.
165

  

The social context in which an identity is ascribed must also be mentioned. Given the 

genetic and criminal aspects of this constructed identity, the ascription of this identity 

will have relevance in a social context. The genetic aspects of the identity are 

important, as the social understanding of genetics will determine in some way how 

people will respond to individuals, families or groups ascribed with the identity. In 

addition to this is the socially transgressive nature of criminality. A criminal is one 

who has done something outside of the general norms of society, and requires some 
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response. This is, as mentioned, a primarily negative script which can carry with it 

negative associations within a social context. “There might also be a sense, felt by the 

group themselves or asserted by others, that they share the perpetrator’s guilt merely 

by association with that person however distant their actual social or genetic 

relationship.”
166

 The social context in which an identity is ascribed is obviously very 

complex, and assumptions about this are even more problematic than those described 

above. In addition to this, it is not certain whether the ascription of identity is intended 

to produce some effect, as it is for those above. A key point, however, is that the ways 

in which identities are publicly ascribed will be important in determining whether a 

community, the public or society at large react to the ascriptees.  

 

These sections are important to discuss, as they contextualise the identity 

constructed within its purposes and those for whom and from whom the scripts are 

identified with. As I have shown, the key aspects of the forensic DNA databases are 

that it constructs an identity composed of genetic information, social transgression 

and a new category as non-innocent. This identity is ascribed to individuals, families 

and groups with the purpose of affecting not only those to whom the identity is 

ascribed, but from those whom the ascription comes. These effects must be taken 

within the social context in which they are given, and are complex and hard to 

speculate on, but still contain within them certain ethical issues which can be 

extracted, and are discussed below. 
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8) The Right To An Open Future 

 

 I have mentioned a number of times in this paper about the aspect of ascribed 

identity that relates to innocence and guilt. I have stated that the identity constructed 

by forensic DNA databases creates a new category of identity whereby individuals are 

identified as not guilty but not innocent. This identity will interact with an 

individual’s rights to an open future, and it is with this in mind that I now discuss the 

identity ascribed by forensic DNA databases. I will continue the discussion of the 

identification of individuals as non-innocent, then I will discuss the issue of the right 

to an open future, and then conclude by showing how non-innocence can represent a 

moral judgement against an individual’s open future.  

  

Non-Innocence 

  

Neither CODIS nor the NDNAD have restrictions on the length on which an 

individual’s STR profile can remain in their database. With the current legal positions 

staying in place, once a sample is taken from an individual and an STR is generated, 

the STR profile and possibly the sample itself will remain in either database. This is 

clearly shown in the U.K. case of R v. Marper & ‘S’.
167

 In this example, discussed by 

Williams and Johnson,
168

 two individuals were charged with recordable offences, but 

were not convicted. Despite the innocence of the crimes of which they were charged, 

the samples and individual STR profiles were kept in the NDNA Database. The 

decision to maintain the samples and records in the database was challenged up to the 

House of Lords, the final court of appeal in the U.K. but the challenges were 

dismissed.
169

 Thus both innocent suspects, one of them twelve years old at the time of 

sampling, now have their samples and profile permanently on record. They have been 

found innocent of the offences that they were originally charged with, but are now 

non-innocent. Williams and Johnson state that “[c]ritics of the legislation claim that 

the profiles and samples of these unconvicted individuals are retained on the basis that 
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such persons are deemed to be “less innocent” than the general population who have 

never been subject to arrest or charge.”
170

  

 We can now see a division in individuals where the spectre of guilt and 

permanent surveillance hangs over those once suspected. Innocence is now 

fragmented into those who have not been suspected of anything, the wholly innocent, 

and those are not guilty of anything, but are not quite innocent either, the non-

innocent, the potentially guilty. This is a script, which in isolation will be interpreted 

differently by different individuals, but when viewed in this context becomes a central 

facet of the constructed identity of the forensic DNA database. This identity, as stated 

earlier, is ascribed to individuals with the hope of effecting some change on their 

actions. Presumably, the two defendants/appellants in R v. Marper & ‘S’ will be less 

inclined to commit crimes now, knowing that their genetic information is permanently 

on record. The question here arises, however, of whether this is ethically problematic. 

Does the ascription of an identity that is non-innocent pose some harms or override 

some individual human rights in such a way as to warrant the restriction of the powers 

of forensic DNA databases? This question is based on the indefinite retention of 

samples and profiles within the databases.  

 As I have stated, to make speculations as to the individual responses to 

ascription of identity is difficult and problematic. Individual narratives are obviously 

highly varied, and the way in which one person will respond to a certain script, or 

ascription of identity can be quite different to the way in another will respond. On an 

individual level, specific consequences are hard to determine, and therefore this 

discussion of individuals and ascription of identity will take a rights based focus. 

Consequentialist concerns are important and will be discussed primarily in the 

databases and discrimination section. 

 

Autonomy and an Open Future 

 

Through the indefinite retention of samples and profiles, the individual has the 

identity of the non-innocent ascribed to them. This is irrespective of whether they 

have committed a crime or not. Suspicion is enough to warrant the inclusion of their 
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profile in the databases, but are there some rights which have been contravened by 

this inclusion, and resulting identity ascription?  

DeGrazia states that “we want to retain the capacity for consciousness, but 

also the capacity for action.”
171

 One of the central aspects of who we are is the ability 

to act, to plan, to deliberate.
172

 The role that an imagined or foreseen future plays is 

fundamental to who we are as people, how we will perceive our quality of life, and 

what value we give to our unique set of experiences. Joel Feinberg
173

 and others
174

 

have discussed the concept of an open future, in relation to children and genetics. In 

these discussions, the right of an open future is taken within the context of parental 

responsibility, duties, their limitations and how these relate to genetically 

engineering/not engineering a child for maximum choices in the future. I will use the 

term ‘open future’, however to mean the range of choices that are offered or 

realistically available to people, irrespective of age, and without any reference to 

engineering or changing a person’s genome. I relate the genetic aspects of the more 

common open future discussions to genetic information, and how it is used in 

ascribing identity to individuals.  

Essentially, what is being discussed here is autonomy. The argument for 

autonomy, and self creation can be described thus: “insofar as someone is an agent — 

i.e., insofar as she is one who acts — she is correct to regard her own commitments to 

acting, her own judgments and decisions about how she should act, as 

authoritative.”
175

 That we should be autonomous agents, although controversial, is a 

common line of thought in modern western philosophy. Obviously, much discussion 

is given to what autonomy means, what limitations it should and does have etc. but 

for this discussion, I will take autonomy to be given as the ability or right to achieve 

future goals, to meet the hopes set in the narrative of self creation, to allow an 

individual to develop into the future self that they hope to be.  

 An individual’s open future is somewhat contingent upon autonomy, their 

freedom to select scripts that align with the individual’s goals. In ascribing an identity 
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to an individual, one is seeking to either limit the scripts that they choose from, or to 

direct the way in which the script is incorporated into the individual’s narrative. This 

poses challenges to individual autonomy. In general discussions about personal 

liberties, one person’s liberty may justifiably be restricted if they pose risks to the 

liberty of other people. If an individual has committed a crime, has acted against 

society in some way, then it can be justified to restrict their autonomy. Likewise, if an 

individual is deemed a risk to people, due to previous offences, then it seems justified 

that their DNA is entered into a forensic database. This would hopefully deter them 

from committing more crimes in the future, and should they commit another crime, 

the STR profile could assist in their identification and subsequent trial. But, the 

expanded scope of H.R. 3402, and CJPOA 2001 mean that this restriction of liberty is 

being ascribed to individuals, irrespective of whether they have committed any crime 

or not. 

 

Ascribed Identity and Moral Judgements 

 

Individuals in the forensic DNA databases will have the same functional 

liberty as those not in the databases, but a moral judgment is being imposed upon 

people. Once in the database “individuals who have not been subject to further due 

process, beyond the point of a charge being laid, are now subject to indefinite genetic 

surveillance through the continuous speculative searching of their DNA profiles 

against all new crime scene and subject profiles loaded onto the database.
176

 The 

ascription of this identity casts doubts about the innocence of individuals concerned. 

As their moral worth is undermined, their autonomy is challenged. This indefinite 

surveillance proclaims that they are non-innocent, someone who might require future 

restriction of their liberty. What is of concern here is not how the individuals 

identified in this way may respond, but that a presumption of innocence is lost. These 

individuals have lost the right to be wholly innocent. In placing this moral judgment 

upon people who have committed no crime, their future is deemed morally 

questionable: they may commit some crime in the future, and so it is justified that we 

pre-emptively place them under surveillance. In doing so, a moral judgement is being 

cast against their individual development. The scripts from which they may choose in 
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the future are potentially criminal, thus, their right to have a free and open future is 

restricted in a moral sense.  

 

By viewing forensic DNA databases in relation to identity, there is an ethical 

concern about the right to an open future. The identity that is constructed by forensic 

DNA databases has a script of non-innocence as one of its major aspects. The scripts 

that are ascribed to individuals can have affects on how personal narratives develop. 

In constructing an identity that has non-innocence, potential criminality, and ascribing 

it to individuals who are innocent, who have committed no crime, a judgment is being 

made that is ethically problematic due to its relation to the right to an open future. 

Forensic DNA databases therefore have an ethical problem, as shown by narrative 

identity, an open future and a constructed identity of non-innocence.  
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9) Databases And Discrimination 

 

 In the U.K. and the U.S., forensic DNA databases already alter the way in 

which criminal investigations are conducted. In expanding their scope and range, law 

enforcement agencies are hoping that forensic DNA databases will become even more 

important in investigative techniques.
177

 Through the collection, analysis and 

comparisons of biological evidence and samples, individuals who commit crimes are 

hopefully identified. But as the range of individuals sampled has widened from 

criminals, to suspects, to the innocent, the concern of discrimination becomes more 

pressing. In the previous section, I described the way in which the ascription of a non-

innocent identity poses a moral judgement on individuals, and can limit the open 

future of individuals. In this section, I outline the potential harms resulting from the 

ascription non-innocent identities. Though the consequences of such ascription are 

hard to predict on an individual level, group ascriptions such as family and race make 

the consequences of the ascription broader and thus, the consequences may be easier 

to observe. Continuing the focus of this paper, I will show how the ascription of a 

non-innocent identity can result in harms to identity formation due to misrecognition 

and discrimination. 

 

Discrimination and Harms 

 

One of the goals of ascribing identity to people is to alter their activities in 

some way. Though people are relatively autonomous, as the discussion of identity has 

shown, the social aspects of identity formation mean that external influences, such as 

ascribed identities, can influence the development of individual narratives. 

[I]deas shape the ways people conceive of themselves and their projects. So 

the labels operate to mold what we may call identification, the process through 

which individuals shape their projects – including their plans for their own 

lives and their conceptions of the good life…the label plays a role in shaping 

the way the agent makes decisions about how to conduct a life, in the process 

of the construction of one’s identity.
178
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So, our identities are dialogical, formed of the scripts that surround us, the identities 

ascribed to us. In Politics of Recognition, Taylor examines how a person’s place in 

society will affect their quality of life: “our identity is partly shaped by recognition, or 

its absence, often by the misrecognition of others…Due recognition is not just a 

courtesy we owe people. It is a vital human need.”
179

 For Taylor, the politics of 

recognition mean more than simply recognising someone, more than respecting them 

even. Given the social aspect of identity formation, as described above, our 

engagement with society has such an effect on our lives that it must be seen as being 

one of the key needs of human life. 

In the identification of families or groups as non-innocent, an identity is 

created and ascribed which carries with it moral judgments. By ascribing the identity 

of non-innocence the individual becomes described as a potential criminal, a perpetual 

threat to the stability and security of society. As the scope of those identified shifts 

from individuals to families and racial groups, the harms resulting discrimination of 

the identified becomes more likely. The collective identities of family and race are 

constructed of numerous scripts, and if these identities are constructed in such a way 

as to be negative, this can result in consequences of real harm to the individuals to 

whom this identity is ascribed.  

[A] person or group of people can suffer real damage, real distortion, if the 

people or society around them mirror back to them a confining or demeaning 

or contemptible picture of themselves. Nonrecognition or misrecognition can 

inflict harm, can be a form of oppression, imprisoning someone in a false, 

distorted, and reduced mode of being.
180

  

The negative identification becomes a source of harm through the misrecognition and 

moral judgements against those labelled or identified by with non-innocence.  

 Here we can see how the links between the identity, scripts and ascribed 

identities become ethically relevant. “Once labels are applied to people, ideas about 

people who fit the label come to have social and psychological effects…these ideas 

shape the ways people conceive of themselves and their projects.”
181

 Thus, to gain a 

full and flourishing life we need not only recognition, but a life with minimal negative 

recognition, or misrecognition. “The projection of an inferior or demeaning image on 
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another can actually distort and oppress, to the extent that the image is 

internalized…that the withholding of recognition can be a form of oppression.”
182

 To 

create identities of non-innocence and ascribe it to families can be lead to localised 

discrimination, through the way in which investigators and the local community view 

the family. When this is done for racial groups, the harms can add to existing racism 

and potentially create a seemingly scientific justification for racial discrimination. 

 

Familial Searching and Discrimination 

 

In relation to familial searching, the harm results from stigmatization of family 

members as perpetual criminals. If one person commits a crime, or has their profile 

added to the database, their genetic relatives are included in the process of 

surveillance and investigation. “[I]t seems likely that the use of this particular 

procedure will bring the police into contact with a number of individuals…who are 

subject to  interview only because they are genetically related to someone whose 

profile is on the NDNAD.”
183

 From a legal perspective, the case of R v. Marper & ‘S’ 

was concerned with the European Convention on Human Rights (ECHR), and 

whether the indefinite retention of samples and profiles resulted in contravention of 

the ECHR. This legal discussion was focussed on articles 8; The right to respect for 

private and family life, and 14; The prohibition of discrimination.
184

 These legal 

challenges against sample and profile retention were dismissed, and so the fear of 

familial discrimination is worth considering. The increased investigative attention 

focussed on families must be carefully monitored such that the investigation of 

families based on genetic association does not become discriminatory. Williams and 

Johnson state that attitudes to familial searching “reveal pervasive problems 

associated with the confusion between “genetic” and “social” relatedness…as well as 

the implicit assumption that criminality is fostered because of such relatedness (either 

because of genetic or social reasons).”
185

 The construction of an identity of non-

innocence and its identification to families comes dangerously close to creating an 

informational shorthand linking families to criminality through genetics.  
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“[A]ssertions about criminality, geography and familial relatedness that are 

central to the use of this forensic methodology are especially problematic.”
186

 If the 

methods and realities behind the investigative procedures and cases are not properly 

communicated, two explicit harms can occur: Firstly, in a direct investigative sense, 

police and others involved in law enforcement must be made aware of the problems 

arising from associating genes and behaviour. It is fundamentally important that the 

non-coding aspect of forensic STRs is emphasised. This is needed such that those who 

are directly involved in familial searching do not come to think that the genetic 

information is a determinant in criminality. Familial searching must not become a 

justification for the harassment of families. Secondly, in a larger social context, the 

‘community’ at large must be made aware that familial searching is only part of the 

investigative process. Once a suspect is identified through familial searching methods, 

normal investigative procedures are used to determine guilt or innocence.  

 

Race and Discrimination 

 

As mentioned, in targeting ‘non-citizens’ the expansion of H.R. 3402 has a 

strong racial angle. This is especially problematic, given the history of state directed 

racism in the U.S.
187

 In addition to the pre-emptive powers of H.R. 3402 focussing on 

possible illegal immigrants, is the way in which forensic DNA evidence can influence 

the course of an investigation. “Forensic scientists use…ancestry information 

instrumentally, to produce a physical description that will aid police in apprehending 

the sample source.”
188

 As was described in the section on race earlier, the links 

between ancestral markers and race is scientifically indirect, and socially problematic. 

“Because of within-race difference and between-race similarity, pigmentation alleles 

will be no more effective or accurate than pigment itself for assigning people to four 

or five racial categories. This is not a claim about the determinacy of pigmentation 

genetics, but rather, a claim about the nature of race.” 
189

 When this is added to the 

ascribed identity of criminality, discrimination and the harms that stem from it 

become of major concern: “Current knowledge in cognitive psychology suggests that 

merely by connecting race, genetics and crime, forensic descriptions could activate 
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racial stereotypes that operate pervasively to diminish and impede the lives of racial 

minority individuals.”
190

 In making associations between DNA technology, race and 

crime, negative racial stereotypes are created and/or reinforced. 

 The identity constructed of genetic information, criminality and non-

innocence coupled with racial ascription can result in harms to individuals based on 

assumptions of collective identification.  

The strong existing linkage of crime and race could be further reinforced by 

adding genetics into the mix, given that folk notions conceptualize race as an 

inherent, possibly genetic, characteristic of persons. The combination of race, 

genetics, and crime could prove extremely powerful in activating or 

reinforcing negative racial stereotypes.
191

 

Thus, the earlier discussions of the special nature of genetics, identity formation, race 

and ascribed identity come together and show that the possible consequences of 

racialized investigations, motivated by genetic information can be detrimental to the 

development and flourishing of individuals. 

 The question is, then, will forensic DNA databases result in the targeting and 

resultant discrimination of racial minorities? In the U.S., this process has already 

begun. The power of a forensic evidence to direct investigations has already led to 

racially targeted DNA-dragnets.
192

 “One form of racial profiling that occurs at the 

beginning of the continuum involves “DNA dragnets”—rounding up of hundreds of 

individuals and asking them to “voluntarily” provide DNA samples to be matched 

with those from a crime scene.”
193

 The racial groups that will be targeted by specific 

investigative dragnets will focus on minorities, as “a description that focuses police 

on the numerical minority is more likely to be productive.”
194

 This can then lead to 

over-inclusion of racial minorities in the forensic databases. As the sample profiles of 

individuals remains in the databases indefinitely, then the number of minority profiles 

in the databases becomes disproportionate to the general population of the minorities. 

“This biased inclusion could result in a vicious cycle if the databases are used to 

generate suspects in unsolved crimes.”
195
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 In much the same way as the larger inclusion of minorities incarcerated 

reinforces the belief that minorities are more inclined to commit crimes, as more 

minority samples are added to the databases, it feeds into the notion that they are more 

inclined to criminality. The databases and targeted investigation of minorities seem to 

justify each other, exasperating the discrimination of minority races, and adding to the 

beliefs that those races which are often ascribed the identity of non-innocence are 

worthy of such an identity. “The threat is that population-based or genetic 

epidemiology attempts to associate particular genetic markers with offender or 

criminal behaviors could reinforce stereotypes about racial propensities toward 

criminality.”
196

 The power of the ascribed identity is formed of its three key aspects: it 

is genetic in its basis, it is concerned with criminals and it is perpetual in that the 

profiles remain in the databases indefinitely.  

 

 As these sections have shown, forensic DNA databases stand to harm people 

through discrimination. The harms of discrimination are quite real, given the power of 

society and ascribed identity to influence the development of individual’s identities. 

The process of familial searching can lead to discriminatory practices, while forensic 

DNA databases can reinforce existing racism and institutionalised racial 

discrimination. The ascription of such identities must be carefully monitored such that 

it does not lead to harms.   
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10) Function Creep And The ‘Horrible Result’ 

 

 Another ethical concern about forensic DNA databases is that of the slippery 

slope started by allowing this technology: If we allow this current technology and its 

use now, it permits minor changes that end up with a horrible result in the future, that 

even if its current use is free of ethical concerns, this may allow future results so 

horrible that they justify preventing its use and application now. Though some 

slippery slope arguments are weak and unjustified, others do carry ethical weight,
197

 

and I believe that in this circumstance, the slippery slope argument must be 

considered carefully, warranting more than a simple dismissal. To analyse the 

slippery slope argument, I will show how the technology and/or current policies can 

shift, what the harms resulting from these shifts could be, and why they are of 

concern, in relation to identity. 

 

Function Creep 

  

First of all, I will use the term function creep instead as I believe it better 

describes the potential changes that can occur with technical development than 

‘slippery slope’. Function creep, in relation to forensic DNA databases, has been 

described as “data bases that are created for one discrete purpose, yet despite initial 

promises of their creator, eventually take on new functions and purposes.”
198

 Citing 

two examples; the development in the U.S. of Social Security numbers from an aid to 

a retirement program in the 1930s to their current role as a universal identifier; and 

the rounding up and incarceration of Japanese Americans in during WWII through 

census records,
199

 the American Civil Liberties Union (ACLU) proposes that there is 

sufficient precedent in U.S. history to warrant suspicion of database function creep. 

Adding legitimacy to these concerns is the fact this ACLU press release was written 

in 1999, and the current developments of H.R. 3402 show that function creep is, in 

fact occurring. Likewise, in the U.K., the CJPOA 2001 has altered sample and profile 

retention from those convicted of offences, to those once suspected, despite their 
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innocence. As the changes in these databases show, function creep has already 

occurred. 

 The use of forensic DNA databases to conduct familial searching displays 

function creep as a result of technical developments. As the analytical tools around 

the genetic technologies have developed, the possibilities of what can be done with 

the STR profiles also develops. As the forensic databases specifically, and genetic 

databases generally gain more information, function creep can occur through the 

increase in information in the databases. Statistical information becomes thicker as 

more information is gathered, for example, STR profiles being linked to ancestry and 

therefore race. As the volume of individual information gathered for forensic 

databases increases, the statistical information that can be extracted from the database 

also increases. This statistical information can then lead to function creep based on the 

increased analytical power of the databases.  

 Adding further strength to these concerns is the issue of sample retention. I 

have made mention of the non-coding orientation of STR profiles. That an STR 

profile is informationally restricted, providing information relating only to individual 

identification and nothing more.
200

 Though this view of STRs is not correct, as 

familial and racial profiling has shown, the retention of samples needs additional 

discussion. In the U.K., tissue samples may be taken from suspects and these samples 

contain the full genome of the individual. The CJPOA 2001 allows for these samples 

to remain in forensic bio-banks indefinitely.
201

 Though the situation in the U.S. for 

sample retention varies from state to state,
202

 there is the potential for the databases to 

move from non-coding STR profiles to more information-rich analysis of individual 

genomes. In fact, given the rate of technical development of genetics and genomics, 

there may be future requirements to update the databases such that they become more 

functionally relevant in the future. “The benefits of retaining samples, it can be 

argued, is threefold: samples can be used in quality assurance programmes; they can 

enable future challenges to errors in the original DNA profiling; and, importantly, 

they can allow re-profiling in the event of scientific advances.”
203
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Horrible Effects 

 

 What of the horrible effects of expanded forensic DNA databases? If function 

creep is occurring, then why is this a problem? One horrible effect is that of false 

evidence leading to investigation and a possible erroneous conviction. This could be 

in the testing laboratory, or at the original point of sample discovery. “There have 

been a handful of cases in which mismatches occurred due to mishandling of the 

samples in labs, and other such errors. There have been a number of high profile cases 

in which crime labs have purposely falsified data in order to secure a conviction.”
204

 

Though placing false fingerprints at a crime scene is very hard, collecting hair or 

other biological samples from an individual is not impossible. Were a criminal 

seeking to confuse investigators, or to focus the investigation on another person, 

placing false biological evidence is much easier than finger prints. Though laboratory 

or crime-scene fraud would hopefully be uncovered, and the real culprit identified, the 

need to be extra-sensitive to these concerns is paramount in DNA based investigations 

for two reasons: Firstly, DNA evidence “shapes an inquiry by identifying potential 

suspects from the start rather than merely supporting their incrimination or 

exoneration after they have been nominated for attention by other…forms of 

investigative practice.”
205

 Secondly, as discussed, the ascription of identity carries 

with it moral judgements that may be hard to shake:  

The potential for confusion and for follow-up inquiries will increase if errors 

occur in familial searching; even when the errors are spotted and the scientific 

analysis corrected, the seeds of doubt and the consequent confusion and 

possible distrust created in families are likely to linger and effect family 

relationships over a long period of time.
206

 

Thus, once a suspect, the cloud of perpetual guilt can hang over an individual, family 

or group possibly limiting their future development.  

Another concern is that of forensic databases informing policies that lead to 

institutionalised discrimination. Williams and Johnson state that some human rights 

based views fear “that DNA could be used to predict, not simply medical, but 
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character disorders and to diagnose the types of ‘dispositions’ that we have.”
207

 

Though this view takes a genetic exceptionalist stand, there is evidence to show that it 

is not entirely without cause: current behavioural research into criminality seeks to 

diagnose an individual’s potential for offending.
208

 Williams and Johnson state that 

the possibility of finding a ‘criminal gene’ is not the concern; it is rather the 

conflation of criminality and genetics leading to the “idea of a genetically predisposed 

criminal [establishing] itself with enough rhetorical force and, legitimated with the 

objectivity of ‘science’, [to] produce dangerous recursive effects.”
209

 These recursive 

effects call to mind the eugenic practices of Nazi Germany,
210

 where the association 

of genetics and criminality becomes a pseudo-scientific legitimation of the 

discriminatory practices discussed earlier. As part of ‘pre-emptive security’ 

campaigns, families or ethnic groups, linked with higher levels of criminality through 

statistical analysis, become targets for increased surveillance and police harassment. 

The ascription of identity, coupled with official discrimination can lead to 

marginalisation of families or groups, further enhanced by the scientific nature of the 

forensic databases. Though full scale eugenic practices are hard to imagine happening 

in the U.S. or U.K., the targeting of 5000 Iraqi-Americans for ‘interviews’ in Detroit 

in 2003
211

 shows that such pre-emptive methods display the possibility for more 

targeting to occur in the future. Extending discriminatory practices into policy 

constitutes a harm to individuals, families and groups due to lack of respect and 

misrecognition. Even if official policies do not become overtly racist, or minority-

targeting, the way in which investigations are conducted can lead to further 

disempowerment and harassment of minority groups, founded on the information 

derived from crime scene evidence and racial (or other) profiling.  

In terms of DNA profiling directing policy, there also exists the possibility of 

shifting resources and attention away from the social and environmental and into 

genetic determinants of crime.  

As law enforcement authorities increase the numbers of profiles in the forensic 

databases and biological material in repositories, these collections of 

information and samples will become an irresistible lure for forensic 
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researchers who want to conduct genetic research, for instance, on particular 

types of offenders.
212

  

This sort of research has already been uncovered in the U.K., in 2006.
213

 This is an 

unwanted harmful result for two key reasons. Firstly, as discussed throughout this 

paper, this type of research can reinforce the stereotypes and notions that families, 

communities and ethnic groups are genetically predisposed towards criminal actions. 

Secondly, this may not be the best way to direct research funding. Crime and 

antisocial behaviour have many contributing factors, and focussing on genetic 

behaviourism may be an unjust use of money. By this, I mean that the social and 

environmental factors that are highly important in criminal development may lose 

funding and be undermined, and is unjust in an socio-economic sense. By funding 

research into genetic determinants of criminal behaviour, the economic and greater 

social causes underlying antisocial behaviour lose funding and political interest. If 

genes are seen as a primary cause of crime, then why would society attempt to alter 

the imbalances that already occur between the economically stable and the poor?  

 

 This section has shown that function creep has already occurred, and has the 

potential to continue. As part of this function creep, horrible results become a greater 

possibility. These horrible results may stem from falsification of evidence leading to 

harms to individual identity formation, institutionalised discrimination of families or 

groups, or in the unjust diversion of research funding into the genetic causes for 

crime. Thus, an identity based evaluation finds that there are ethical concerns about 

forensic DNA databases, function creep and horrible results. 
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11) Victim’s Rights And A Secure Society 

 

 If these concerns above exist, then it prompts the questions, why have forensic 

DNA databases at all, and why expand them? The arguments in favour of forensic 

DNA databased must also be discussed, to see if they trump the concerns listed above. 

I will discuss these two questions, and then in the final section of the paper list my 

own conclusions as to when the arguments for forensic DNA databases override the 

arguments against, and when they don’t. 

 The first question can be explained through use of example. In part of the 

justification for expanding H.R. 3402, a spokesperson for a victims of rape 

organisation stated: “That was 17 missed opportunities to collect his DNA…If he had 

been identified as the perpetrator of the first rapes, it would have prevented later 

ones,” in relation to a Mexican serial rapist and killer, deported back to Mexico 17 

times.
214

 This prompts the question of why should we prevent the expansion of 

forensic DNA databases, if they can prevent such horrible things from happening? 

“An understandable reaction to this, especially from those who do not expect ever to 

be involved in familial searching, might be to say this is an acceptable price to pay for 

the successful conviction of a murderer or rapist.”
215

 Do we not owe a duty to victims, 

both now and in the future, to prevent rapes, murders and other things from 

happening? This argument centres much on the rights of victims, that they override 

the rights of the guilty, and possibly of innocent members of society subjected to 

broader screening measures.  

To justify these arguments, we have to see if forensic DNA databases can 

actually act as a deterrent or not. Amitai Etzioni states that the “increased use of DNA 

in criminal justice would increase deterrence more than harsher sentencing would. It 

is hence likely that DNA usages will lead not only to more accurate convictions, but 

also to lower overall crime rates, which is of course a very desirable outcome.”
216

 

This clearly shows that there is some, very powerful, justification for forensic DNA 

databases generally, and their expansion specifically.  

Following from this goal of deterrence, is the increased stability of society that 

would be seen to follow from it. If crime is down, especially violent crimes, then one 
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can assume that society would be more stable, people would feel more secure on the 

street, at home etc. Baroness Hale, of the British House of Lords stated, in reference 

to R v. Marper & ‘S’ that “[t]he whole community, as well as the individuals whose 

samples are collected, benefits from there being as large a database as it is possible to 

have...The benefit to the aims of accurate and efficient law enforcement is thereby 

enhanced.”
217

 This is a utilitarian justification, that though the rights of individuals are 

being overridden, this is justified by the greater good that it does for society.  

There is some doubt cast upon the effectiveness of forensic DNA databases as 

a crime solving tool, however. “[S]earchable DNA profiles were obtained from the 

examination of the scenes of less than 1% of recorded crimes.”
218

 This shows that 

given current forensic collection technologies, that DNA profiles are of minimal use 

in the specific identification of individuals. Added to this is the nature of crimes that 

are detected by DNA investigation. In the period of 2002/2003, in the U.K.,  

Home Office figures show that “DNA detections” comprised only 1.6% of all 

detections, although the contribution of DNA to detections varied according to 

crime types (0.3% of all detections for violent and sexual offenses, 7.9% of all 

detections for vehicle thefts, and 8.3% of all detections in cases of domestic 

burglary were attributed to NDNAD matches).
219

  

What these figures show is that DNA detections, at least in 2002/2003, were of more 

use in detecting property related crimes, and not the more extreme violent and sexual 

offences. Although forensic technologies are developing, and these figures are 

somewhat dated, it detracts somewhat from the view of DNA being a vital aspect of 

criminal investigations. More recent information casts additional doubt about the 

effectiveness of databases solving crimes:  

[I]n 2004/05 there were 5.6 million recorded crimes…of which 913,717 

(16.2%) had a crime scene examination…leading to 49,723 crime scene DNA 

profiles being added to the Database. DNA profiles were therefore loaded 

from only 0.88% of crime scenes. As 40% of these were reported as detected, 

this implies that only 0.35% of crimes were detected using DNA.
220
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Although statistics can be used in different ways, these figures lead to the 

conclusion that forensic DNA databases gain much of their use and power through the 

ascription of identity. If someone knows that they, or a family member have a profile 

in the database, that the fear of being identified may be of more use than the actual 

forensic investigation itself. Following this line of reason, the major benefits expected 

from forensic databases, of deterrence and a secure society become highly relevant to 

the focus of this paper, on ascription of identity. That the main power of forensic 

databases is in the identity that they construct, and how that identity is ascribed.  
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12) Recommendations 

 

This paper has shown that the forensic DNA databases are elements of 

criminal investigations, and it is likely that this will continue to be the case, and they 

may develop even more. The question is then raised of how far will these databases 

actually develop? As Erica Haimes says, this raises questions of whether the 

development of forensic DNA databases will stop at the forensic level, or whether 

they will develop into universal databases, including every member of the 

population.
221

 The U.K. national database is currently the largest database in the 

world, and it not hard to imagine a convergent development of forensic and medical 

DNA databases. In fact, some critics maintain that the “the government’s legislative 

programme is seeking to establish a universal database ‘by the back door.’”
222

 But, as 

Williams and Johnson point out,
223

 chances are that this nationwide ‘universal’ 

screening would encounter public opposition and as such a universal introduction is 

highly unlikely. Added to this is the extra money, technology and work that this 

would cost. Already, the backlog of samples waiting to be profiled as expected by 

expanding HR4302 is expected to take years to clear.
224

 Therefore, it is fair to say that 

universal screening is not going to be introduced in anytime soon. 

So, without universal screening on the near horizon, how should forensic 

DNA databases proceed? I have listed a series of arguments against their widespread 

introduction, as well as some arguments supporting such introduction. As I think that 

both sides have arguments that are persuasive, to some degree, the path forward needs 

to take both sides into account. I follow with Williams and Johnson and opt for a view 

of ‘biometric pragmatism’, “which distinguishes between different sources of DNA 

material and what may legitimately be done with DNA obtained from these 

sources.”
225

 This view centres upon “the necessity to distinguish between the different 

practical circumstances under which genetic material may be collected, interrogated, 

stored and subsequently used in the criminal justice process.”
226

 From here, we can 
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see that certain uses of genetic material can be allowed, others denied, and others 

must be viewed within their relative context. 

 The next issue is to determine the circumstances that are to govern the use of 

genetic material. I think that here the discussion can be broken down into two key 

areas: Sample and profile retention, and profile use. By sample retention, I mean the 

ways in which an individual’s samples and profiles are retained. By profile use, I 

mean the ways in which a profile can be used, as part of a forensic investigation. 

 

Sample and Profile Retention 

 

I contend that samples should not be retained in the databases. Much of the 

scientific support for forensic DNA profiling rests on the claims that the STRs used 

are of such accuracy and discerning power that the chances of making a mis-

identification are so low as to be relevantly negligible.
227

 If these statements are 

correct, then there is sufficient argument to say that once a profile is generated, then 

the sample need not be retained. Conversely, if the STR profiles are not as accurate as 

claimed, and samples are required to maintain the integrity of the databases, then it 

would seem to be the case that the databases are not as reliable as claimed. If this is 

so, then it casts a large cloud of doubt over the entire process. As such, the view that 

samples should be destroyed after effective profiling
228

 seems valid. Added to this is 

that some of the concerns listed in the section of function creep seem closely linked to 

sample retention. With such arguments against sample retention, and few for it, it 

would definitely seem that the weight of argument lies heavily against sample 

retention. 

Perhaps, however, there will be some arguments that come to light in the 

future that show that sample retention is needed to provide additional robustness to 

the databases. Even though, as said above, this would seem to undermine a lot of the 

scientific credentials of the databases in general, this possibility should be considered. 

Here I find that I support the proposal put forward by Williams and Johnson. That 

“[i]f the retention of samples is deemed to be of crucial significance then, from an 

exceptionalist position, samples themselves should be separated and stored by an 
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independent authority where access to them is limited.”
229

 If there is sufficient 

oversight and controls of such a separated samples database, then many of the 

concerns raised could be met. Obviously, such an independent samples database 

would need high level security and privacy, with highly restricted access. They would 

contain much personal information and could be targets for exploitation, and as such 

would need very tight controls on their use and access. I think that it is fair to say that 

if such independence and security could not be assured, then it would cast heavy 

doubt on such a sample database. Any arguments supporting their introduction would 

need to be very persuasive.  

 As for profiles, the basis for some of the arguments put forward in this paper 

rests upon the retention of profiles of innocent people. That, once in the database, an 

innocent person’s profile creates an identity of non-innocence which when ascribed to 

individuals can cause harms severe enough to warrant concern. When looking at the 

arguments elaborated in the above discussions, much of the concerns about profiling 

of innocent people stem not simply from the profiling or investigation, rather it is the 

construction of an identity whereby the profile is maintained in the databases 

indefinitely. From this, we can see that in removing the constant retention of profiles 

in the databases, we can limit some of the concerns raised by forensic profiling of 

innocent people. Contrasting this, however, are the arguments in favour of profiling, 

that of the rights of victims, and the need for a secure society.  

To resolve this conflict, it would seem that a middle path presents a solution. 

To alleviate many of the concerns, I promote the idea that the profiles of innocent 

people are not kept in the databases indefinitely. In addition to this however, I 

concede that there is sufficient weight in support of genetic information aiding in 

forensic investigations. As such, I think that the solution lies in having an upper time 

limit on profile retention. This would need to be long enough to ensure that the 

benefits of forensic DNA databases are realised, yet limited enough to minimise the 

concerns raised about the ascription of non-innocence. I think that at this point, to 

place an exact figure on the upper limit is problematic, as studies would need to be 

done to ascertain the minimum time length needed to achieve the majority of benefits, 

and local considerations would factor heavily into any specific recommendations. I 

would also say provisions need to be made that if an individual is repeatedly 
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investigated in relation to criminal actions, particularly violent crimes, that retention 

of their profile in the database could be justified. This would need to be done on a 

case specific basis with sufficient justification to ensure that the individual is not 

being targeted unfairly. This lends support to the view of Williams and Johnson, of 

biometric pragmatism, that some situations need to be understood in context. What 

this shows is that forensic DNA databases can be part of standard criminal 

investigations, but that the concerns raised by the genetic aspects are understood and 

taken into account.  

 

Profile Use  

 

I think that in terms of familial searching, there is evidence to show that it can 

be a valuable aspect of an investigation, and it may act as a deterrent to future crimes. 

What this paper has shown, however, is that familial searching raises many important 

ethical concerns. I think that many of these concerns, however, stem from the way in 

which the identity is constructed, and especially in the ways in which it is ascribed. I 

think that with careful consideration, familial searching can be justified, but it must be 

very carefully used. “This wider awareness of the potential impact of familial 

searching needs to be fully integrated into the actual practice of investigations if that 

is to be both effective and as least disruptive as possible.”
230

 To do this, following 

with the recommendations proposed by Haimes, in particular 3, 4 and 5, which state 

that: 

detailed attention needs to be given before approaches are made to the person 

on the forensic database, let alone their relatives, as to how much s/he should 

be told about the reasons for this approach,  

that careful training of personnel is vital because great care needs to be taken 

over how the actual approaches to people in the database and to their relatives 

should be made. This applies not just to the initial approach but also to deal 

with what might ensue once that approach elicits a response, 

[and that] attention needs to be paid to the training needs of the officers 

involved and the resource implications for handling possible later inquiries 
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and for deciding a clear protocol for referring newly-discovered family and 

non-family members to another agency, such as family services.
231

 

Hopefully these measures will ensure that individuals and a family do not suffer too 

much harm from investigations, and that those involved in the investigations do not 

become prejudiced against certain families. Continuing this, education needs to be 

directed at those ascribing the identities, including investigators and others, such that 

they know clearly and effectively that no links exist between STR profiles and 

criminality. This education needs to be extended to society at large to ensure that 

people in the wider community do not come to the belief that certain families are 

predisposed to crime due to their genetic make up. Hopefully such education will 

remove or at least minimise the harms of familial profiling while ensuring that the 

possible benefits are maintained.  

Finally, I find that racial profiling is highly problematic. As racism is already a 

powerful source of harm to individuals and groups, and systemic racism can occur 

despite the best of intentions, racial profiling must be treated with extreme caution. 

Importantly, it seems that the science of racial profiling is highly problematic, and 

that its widespread introduction in conjunction with genetic profiling is both 

scientifically unsound and socially problematic. I think that any benefits that could be 

derived from using racial profiles as methods of forensic DNA databases, either as 

justification for taking samples and profiles from individual people, or as a way of 

directing the course of development of an investigation are outweighed by the harms 

that would result from this. As a result of this, I recommend that the racial elements of 

forensic DNA databases be removed, and carefully monitored to ensure that they do 

not develop, even if unintentionally.  

So, the four recommendations are: 

• That samples should not be kept (and if they are, that they should be 

independent of the database, and carefully monitored.) 

• That profiles of innocent people should have an upper time-limit in the 

databases. 

• That familial profiling can be used, but that its use be carefully 

monitored, and backed up with sound education of investigators and 

the community at large. 
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• That racial profiling is so problematic that it should not be used. 

 

Clearly, these recommendations are vague, but this is deliberate. The ways in 

which forensic databases develop must be determined by the context in which they 

develop. One can imagine that each country will develop their use based upon the 

local concerns and practices, and these recommendations take this into account. “With 

appropriate regulation of research on genetic samples, and with adequate provision for 

police access to speculative searching of STR profiles, the database could satisfy 

those with both exceptionalist and minimalist concerns.”
232
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13) Conclusions 

 

Given these recommendations, further research could be in conducted in the 

following areas; using identity to evaluate the effects of including coding areas into 

forensic investigations and the results of ‘universal’ DNA identification databases: if 

everyone is on the database, what would an evaluation framed by identity conclude? 

As this paper has shown, forensic DNA databases can be ethically evaluated 

using different conceptions of identity. I have shown that these databases are used in 

forensic investigative purposes, and that these uses can be both harmful and 

beneficial. As has been discussed, using different conceptions of identity like 

individual narrative development, collective identity construction and ascription, 

harms such as limiting individual’s future development and discrimination of families 

and races can occur. In addition, if the technology and/or policies around profile and 

sample retention change, this can be a form of function creep, which could lead to 

horrible results. Given these concerns, however, the potential benefits of forensic 

DNA databases in maintaining the security of societies justify their use.  

The recommendations that I propose seek to maximise the benefits of forensic 

DNA database while taking careful heed of the harms that may occur. By framing this 

discussion with identity, a key finding is that the policies that relate to forensic DNA 

databases would require the education of police, other investigators/etc and the public 

at large, to minimise the harms, while ensuring that the benefits are realised. For these 

reasons, identity provides an interesting and justified approach to evaluate the use and 

expansion of forensic DNA databases.  

 

 

 

 


